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uvig_533632:1-21,722 (+)
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SAMNO06164848 a1l _ct89591 vs1:1-20,502 (+)
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MGV-GENOME-0166829:1-22,754 (+)
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uvig_211019:1-21,960 (+)
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MGV-GENOME-0151399: 1-20,680 (+)

uvig 218514:1-24,581 (+)
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MGV-GENOME-0160458:1-21,878 (+)
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uvig_328511:1-21,360 (+)
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MGV-GENOME-0149627:1-20,445 (+)
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MGV-GENOME-0145179:1-19,887 (+)
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