
uvig_132085: 1-26,683 (+)

MGV-GENOME-0192592: 1-25,246 (+)

SAMEA2737815_b1_ct1_vs3: 1-29,250 (+)

MGV-GENOME-0176786: 1-19,409 (+)

Ma_2019_SRR413701_NODE_1291_length_14848_cov_1.582032: 1-14,848 (+)

MGV-GENOME-0208079: 1-28,108 (+)

SRS023346_a1_ct7987_vs1: 1-26,876 (+)

MGV-GENOME-0184329: 1-22,429 (+)

SRS013800_a1_ct5678_vs1: 1-27,370 (+)

MGV-GENOME-0208395: 1-26,177 (+)

10000 nt

virulence (VFDB)


