uvig_131394:1-19,777 (+)

MGV-GENOME-0134247:1-18,648 (+)

uvig 12129:1-17,189(-)

MGV-GENOME-0118841:1-17,145 (-)

MGV-GENOME-0127497:1-17,951 (")

MGV-GENOME-0126554:1-17,859 (+)

MGV-GENOME-0158489:1-21,619 (+)

MGV-GENOME-0119621:1-17,209 (+)

MGV-GENOME-0101490: 1-15,743 (+)

uvig_585431:1-17,526 (+)

MGV-GENOME-0115911:1-16,891 (+)

uvig_182931:1-17,263 (-)

)

uvig_58700: 1-17,227 (+)

MGV-GENOME-0119532:1-17,203 (-)

uvig_188947:1-18,581 (+)

)

uvig_426640:1-20,592 (-)

SAMNO5826506_al_ct24978 vs1:1-18,032 (+)

MGV-GENOME-0134710:1-18,699 (+)

)

uvig_563302: 1-18,931 (-)

uvig_88895:1-19,297 (-)

MGV-GENOME-0143144:1-19,648 (+)

DOECDDED—C H O A ba

MGV-GENOME-0147997:1-20,231 (-)

uvig_75619:1-20,111 (+)

MGV-GENOME-0147838:1-20,212 (+)

MGV-GENOME-0142389:1-19,562 (-)

MGV-GENOME-0146637:1-20,063 (-)

MGV-GENOME-0140987: 1-19,397 (-)

MGV-GENOME-0137056: 1-18,955 (-)

)

uvig_93411:1-18,080 (-)

MGV-GENOME-0137946:1-19,048 (+)

uvig 564719:1-20,172(-)

MGV-GENOME-0145688:1-19,945 (+)

MGV-GENOME-0145641:1-19,939 (-)

MGV-GENOME-0139956:1-19,278 (+)

MGV-GENOME-0133937:1-18,614 (-)

SRS055017_al_ct36167 vs1:1-19,127 ()

MGV-GENOME-0140910:1-19,388 (+)

MGV-GENOME-0132675:1-18,481 (+)

)

uvig_6284:1-14,847 (-)

uvig_270201: 1-20,282 (-)

MGV-GENOME-0149632:1-20,446 (-)

)

MGV-GENOME-0148103: 1-20,246 (+)

OECO0—C HOE

PECDL—C H

OO

OO0 H

Shkoporov_2018_SRR6128031_NODE_46_length_19855_cov_14.552525:1-19,855 (+)

MGV-GENOME-0141279:1-19,431 (-)

)

SAMN11893769_al_ct172820_vs1:1-19,702 (-)

)

MGV-GENOME-0142473:1-19,570 (-)

)

uvig_3733:1-20,963 (-)

)

MGV-GENOME-0149687: 1-20,453 (+)

)

uvig_15442:1-20,221 (-)

)

uvig_84297:1-20,041 (-)

DECCOID—C H T OA
PO H O

POLDD—C H DA

DOPED—C H A

POEOEDEIDC— H

PCCCODC H

O

PRECODED—C HOET

DEEDED—C HOET O

PEOOEDC— H

o0

uvig_279995:1-20,821 (+)

PCODEDC H

OO

uvig_281130: 1-20,642 (-)

uvig_275572:1-19.569 (-)

MGV-GENOME-0144604: 1-19,820 (-)

MGV-GENOME-0147025: 1-20,109 (-)

MGV-GENOME-0131691:1-18,377 (-)

uvig_10027:1-19,639 (-)

ha

MGV-GENOME-0151487:1-20,691 (-)

MGV-GENOME-0151485:1-20,691 (-)

)

MGV-GENOME-0150244:1-20,523 (-)

SRS013965_al_ct27091 vs1:1-19,050 (-)

CECOCE DL o

MGV-GENOME-0087371:1-14,629 (+)

uvig_587410:1-20,108 (+)

uvig_589137:1-19,450 (+)

uvig_586059: 1-19,604 (-)

uvig_597060: 1-20,692 (-)

uvig_594680: 1-20,768 (-)

uvig_589334:1-20,804 (-)

uvig 597467:1-16,230 (+)

uvig_258610:1-13,695 ()

MGV-GENOME-0089498: 1-14,822 (+)

MGV-GENOME-0140850: 1-19,382 (+)

uvig_475605: 1-21,066 (+)

)

uvig_255952:1-17,531(-)

8000 nt



