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MGV-GENOME-0275682: 1-34,406 (+)

[ O O AR K- EEHC KK KK A CHD

MGV-GENOME-0275415: 1-34,346 (+)

uvig 482968:1-31,306 (+)

P O AR Kp-HPAD- KR K KK A HD

MGV-GENOME-0253607: 1-37,358 (+)

I B B0 (O O N €243 g I S O O O O KK XD

uvig 47239:1-37,358 (+)

SAMEA2737658_al_ct66691 vs1: 1-44,400 (+)

uvig_188837:1-37,133 (+)

Han_2018_ERR1398263_NODE_403_length_47420_cov_14.119624:1-47 420 (+)

T ORI K- EEHETKC K KK AKX

uvig 479916:1-35,686 (+)

O OTO-AEKKIKIHHHAEET—-HE—PD-AaHCIC K KK A

uvig_189136:1-38,618 (+)
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