
MGV-GENOME-0322345: 1-55,354 (+)

IMGVR_UViG_3300045988_125097|3300045988|Ga0495776_130273: 1-55,354 (+)

MGV-GENOME-0323365: 1-55,849 (+)

MGV-GENOME-0324380: 1-56,312 (+)

MGV-GENOME-0324443: 1-56,339 (+)

MGV-GENOME-0322593: 1-55,482 (+)

MGV-GENOME-0324315: 1-56,284 (+)

IMGVR_UViG_3300045988_113693|3300045988|Ga0495776_004693: 1-56,328 (+)

uvig_163011: 1-55,669 (+)

MGV-GENOME-0322024: 1-55,188 (+)

uvig_300795: 1-57,235 (+)

IMGVR_UViG_3300045988_145157|3300045988|Ga0495776_037361: 1-57,349 (+)

uvig_158751: 1-57,600 (+)

uvig_496383: 1-57,243 (-)

MGV-GENOME-0325780: 1-56,983 (+)

uvig_152167_: 1-56,971 (+)

IMGVR_UViG_3300045988_118823|3300045988|Ga0495776_142177: 1-56,983 (+)

uvig_494112: 1-57,528 (+)

IMGVR_UViG_3300045988_147943|3300045988|Ga0495776_130518: 1-55,642 (+)

OTU_735: 1-59,411 (+)

MGV-GENOME-0327836: 1-57,929 (+)

IMGVR_UViG_3300045988_136725|3300045988|Ga0495776_007855: 1-58,928 (+)

MGV-GENOME-0329746: 1-58,928 (+)

uvig_155274: 1-59,225 (+)

SAMEA2580048_a1_ct24720: 1-58,985 (+)

uvig_119082: 1-59,038 (+)

IMGVR_UViG_3300045988_120376|3300045988|Ga0495776_007894: 1-59,079 (+)

MGV-GENOME-0329972: 1-59,046 (+)

OTU_790: 1-57,817 (+)

MGV-GENOME-0329816: 1-58,962 (+)

IMGVR_UViG_3300045988_091789|3300045988|Ga0495776_090910: 1-58,842 (+)

IMGVR_UViG_3300045988_128477|3300045988|Ga0495776_007862: 1-58,962 (+)

MGV-GENOME-0325272: 1-56,748 (+)

IMGVR_UViG_3300045988_097061|3300045988|Ga0495776_007660: 1-59,507 (+)

IMGVR_UViG_3300045988_145220|3300045988|Ga0495776_091160: 1-59,159 (+)

MGV-GENOME-0331613: 1-59,932 (+)

MGV-GENOME-0331673: 1-59,968 (+)

IMGVR_UViG_3300045988_118249|3300045988|Ga0495776_007664: 1-59,519 (+)

uvig_309467: 1-57,307 (+)

MGV-GENOME-0326792: 1-57,463 (+)

uvig_568901: 1-56,483 (+)

OTU_685: 1-60,522 (+)

MGV-GENOME-0328004: 1-58,009 (+)

Ma_2019_SRR413583_NODE_188_length_59208_cov_136.000473: 1-59,208 (+)

TemPhD_cluster_34555: 1-58,141 (+)

uvig_317750: 1-58,199 (+)

uvig_316745: 1-58,205 (+)

MGV-GENOME-0327056: 1-57,571 (+)

MGV-GENOME-0328810: 1-58,419 (+)

uvig_314592: 1-58,065 (+)

MGV-GENOME-0325167: 1-56,698 (+)

MGV-GENOME-0326795: 1-57,464 (+)

MGV-GENOME-0327854: 1-57,937 (+)

SAMN11031310_a1_ct609: 1-58,378 (+)

uvig_107696: 1-55,851 (+)

MGV-GENOME-0327821: 1-57,921 (+)

MGV-GENOME-0309569: 1-49,764 (+)

MGV-GENOME-0324001: 1-56,147 (+)

MGV-GENOME-0314844: 1-51,831 (+)

uvig_49675: 1-47,288 (-)

MGV-GENOME-0302710: 1-47,440 (+)

OTU_1395: 1-44,853 (+)

uvig_97074: 1-43,617 (+)

SAMN11252269_a1_ct4233_vs1: 1-58,084 (+)

Reyes_2015_F121_T1_NODE_3_length_55592_cov_20.959524: 1-55,592 (+)

MGV-GENOME-0216160: 1-30,870 (-)

MGV-GENOME-0215104: 1-30,675 (+)

MGV-GENOME-0211284: 1-29,968 (-)

MGV-GENOME-0223884: 1-32,207 (+)

MGV-GENOME-0216590: 1-30,952 (+)

MGV-GENOME-0233616: 1-34,031 (+)

MGV-GENOME-0258386: 1-38,165 (+)

MGV-GENOME-0221085: 1-31,737 (+)

20000 nt


