
MGV-GENOME-0296809: 1-44,001 (+)

IMGVR_UViG_3300045988_081939|3300045988|Ga0495776_139846: 1-43,803 (+)

IMGVR_UViG_3300045988_070312|3300045988|Ga0495776_027907: 1-42,181 (+)

IMGVR_UViG_3300045988_082982|3300045988|Ga0495776_020567: 1-43,871 (+)

MGV-GENOME-0268055: 1-39,911 (+)

MGV-GENOME-0288262: 1-43,882 (+)

MGV-GENOME-0285911: 1-43,367 (+)

MGV-GENOME-0260489: 1-38,536 (+)

IMGVR_UViG_3300045988_091646|3300045988|Ga0495776_071217: 1-41,941 (+)

MGV-GENOME-0278513: 1-41,941 (+)

MGV-GENOME-0289034: 1-44,063 (+)

MGV-GENOME-0257881: 1-38,084 (+)

MGV-GENOME-0278444: 1-41,926 (+)

IMGVR_UViG_3300045988_076888|3300045988|Ga0495776_071190: 1-41,926 (+)

MGV-GENOME-0272711: 1-40,810 (+)

MGV-GENOME-0275659: 1-41,358 (+)

uvig_149386: 1-40,704 (+)

IMGVR_UViG_3300045988_110226|3300045988|Ga0495776_186651: 1-42,338 (+)

MGV-GENOME-0278279: 1-41,894 (+)

MGV-GENOME-0274116: 1-41,058 (+)

MGV-GENOME-0276104: 1-41,446 (+)

IMGVR_UViG_3300045988_117394|3300045988|Ga0495776_186452: 1-45,296 (+)

uvig_297332: 1-40,341 (+)

IMGVR_UViG_3300045988_111412|3300045988|Ga0495776_151717: 1-43,696 (+)

MGV-GENOME-0331317: 1-43,696 (+)

uvig_565510: 1-42,213 (+)

OTU_1642: 1-42,770 (+)

uvig_382129: 1-44,793 (+)

uvig_368397: 1-43,829 (+)

uvig_49333: 1-43,140 (+)

MGV-GENOME-0275277: 1-39,966 (+)

IMGVR_UViG_3300045988_104763|3300045988|Ga0495776_138105: 1-45,587 (+)

IMGVR_UViG_3300008103_000029|3300008103|Ga0114180_100581: 1-42,220 (+)

OTU_2709: 1-37,943 (+)

MGV-GENOME-0257858: 1-38,080 (+)

MGV-GENOME-0307447: 1-37,839 (+)

Shkoporov_2018_SRR6128077_NODE_25_length_45001_cov_165.807280: 1-45,001 (+)

SAMN11893768_a1_ct724: 1-44,903 (+)

uvig_112956: 1-42,351 (+)

MGV-GENOME-0280604: 1-40,875 (+)

IMGVR_UViG_3300045988_082952|3300045988|Ga0495776_177284: 1-40,875 (+)

IMGVR_UViG_3300045988_102960|3300045988|Ga0495776_179585: 1-44,236 (+)

uvig_203557: 1-44,244 (+)

IMGVR_UViG_3300045988_065457|3300045988|Ga0495776_113577: 1-40,736 (+)

IMGVR_UViG_3300045988_081610|3300045988|Ga0495776_172982: 1-43,362 (+)

MGV-GENOME-0249238: 1-36,621 (+)

MGV-GENOME-0290533: 1-44,400 (+)

uvig_156415: 1-44,429 (+)

MGV-GENOME-0356877: 1-44,260 (+)

MGV-GENOME-0352577: 1-44,020 (+)

IMGVR_UViG_3300045988_107528|3300045988|Ga0495776_092832: 1-44,680 (+)

MGV-GENOME-0291742: 1-44,680 (+)

IMGVR_UViG_3300029410_000344|3300029410|Ga0242843_100067|22584-71232: 1-48,649 (+)

IMGVR_UViG_3300029756_000239|3300029756|Ga0242840_100262|180-43709: 1-43,530 (+)

uvig_236287: 1-44,820 (+)

MGV-GENOME-0292390: 1-43,773 (+)

uvig_432404: 1-40,336 (+)

IMGVR_UViG_3300045988_081965|3300045988|Ga0495776_163134: 1-42,773 (+)

SRS147139_a1_ct21902: 1-44,780 (+)

MGV-GENOME-0292662: 1-44,878 (+)

uvig_455735: 1-46,849 (+)

IMGVR_UViG_3300045988_079959|3300045988|Ga0495776_020544: 1-43,825 (+)

uvig_155762: 1-43,825 (+)

IMGVR_UViG_2910852783_000001|2910852783|2910852798: 1-44,237 (+)

MGV-GENOME-0281258: 1-42,487 (+)

TemPhD_cluster_41048: 1-44,312 (+)

IMGVR_UViG_3300045988_122277|3300045988|Ga0495776_156048: 1-46,202 (+)

MGV-GENOME-0345163: 1-46,202 (+)

uvig_481: 1-44,669 (+)

IMGVR_UViG_3300029331_000003|3300029331|Ga0243780_100687: 1-44,829 (+)

IMGVR_UViG_3300029400_000004|3300029400|Ga0243781_100510: 1-44,711 (+)

uvig_160942: 1-43,798 (+)
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