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SRS014728_al ct20392 vs1:1-22,095 (+)
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uvig_455173:1-16,874 (-)
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SRS149671 _al ct24058_vs01: 1-24,592 (+)
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SRS143423_al_ct17849 vs01:1-22,667 (+)
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SRS020628_a1_ct39081_vs01:1-21,239 (+)
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MGV-GENOME-0149207: 1-20,392 (+)
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MGV-GENOME-0213026:1-25,700 (+)
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SRS149720_al_ct10479_vs1:1-22,450 (+)
SRS144609_al ct24009 vs1:1-19,147 (+)
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