
IMGPR_plasmid_3300053491_024049: 20,111-30,901 (+); 1-4,889 (+)

1 2 3 4 5 6 7

anti-RM (APIS108) (CIMGEFPB_00025)

26 27 28 29

PD-T4-5__PD-T4-5 (CIMGEFPB_00030)
PDC-S05_WP_065233724.1 (CIMGEFPB_00031)

DS-15__DS-15A (CIMGEFPB_00032)
33 34 35 36

IMGPR_plasmid_3300053491_023104: 24,963-30,849 (+); 1-9,741 (+)

DS-15__DS-15A (KABKFBKD_00001)
2 3

Putative fimbrium anchoring subunit Fim4B (KABKFBKD_00004)

5 6

PD-T4-5__PD-T4-5 (KABKFBKD_00035)
PDC-S05_WP_065233724.1 (KABKFBKD_00036)

IMGPR_plasmid_3300053491_025977: 1-10,841 (-); 25,432-30,222 (-)

12345
DS-15__DS-15A (DANLDCNL_00006)

PDC-S05_WP_065233724.1 (DANLDCNL_00007)
PD-T4-5__PD-T4-5 (DANLDCNL_00008)

3237

IMGPR_plasmid_3300053491_025980: 1-10,919 (-); 26,141-30,069 (-)

1234
DS-15__DS-15A (LGOKFPLE_00005)

PDC-S05_WP_065233724.1 (LGOKFPLE_00006)
PD-T4-5__PD-T4-5 (LGOKFPLE_00007)

IMGPR_plasmid_3300007062_000003: 26,539-30,935 (+); 1-12,501 (+)

PD-T4-5__PD-T4-5 (EMGFBFNJ_00002)
PDC-S05_WP_065233724.1 (EMGFBFNJ_00003)

DS-15__DS-15A (EMGFBFNJ_00004)
5 6

Putative fimbrium anchoring subunit Fim4B (EMGFBFNJ_00007)

8 931 32 SoFic__SoFic (EMGFBFNJ_00035)

IMGPR_plasmid_3300006487_000002: 14,348-30,670 (-)

2223

Putative fimbrium anchoring subunit Fim4B (OIIFGFJL_00024)

2526
DS-15__DS-15A (OIIFGFJL_00027)

PDC-S05_WP_065233724.1 (OIIFGFJL_00028)
PD-T4-5__PD-T4-5 (OIIFGFJL_00029)

IMGPR_plasmid_3300053491_035534: 22,974-30,808 (+); 1-8,457 (+)

1 2 3 4 530

PD-T4-5__PD-T4-5 (EKBCEPIB_00034)
PDC-S05_WP_065233724.1 (EKBCEPIB_00035)

DS-15__DS-15A (EKBCEPIB_00036)
37

IMGPR_plasmid_3300053491_025998: 10,882-27,172 (-)

171819202122
DS-15__DS-15A (KBACMMCI_00023)

PDC-S05_WP_065233724.1 (KBACMMCI_00024)
PD-T4-5__PD-T4-5 (KBACMMCI_00025)

IMGPR_plasmid_3300053491_025992: 19,372-30,810 (+); 1-4,855 (+)

1

PD-T4-5__PD-T4-5 (JPALDKLG_00030)
PDC-S05_WP_065233724.1 (JPALDKLG_00031)

DS-15__DS-15A (JPALDKLG_00032)
33 34 35 36

IMGPR_plasmid_3300053491_025981: 25,585-28,463 (+); 1-11,543 (+)

PD-T4-5__PD-T4-5 (DFBBOBMB_00001)
DS-15__DS-15A (DFBBOBMB_00003)

4 5 6 7 8 9

IMGPR_plasmid_3300053491_024946: 10,882-25,300 (-)

171819202122DS-15__DS-15A (KDDNOAON_00023)

IMGPR_plasmid_3300053491_024047: 1-1,722 (-); 16,946-30,989 (-)

262728293031

Sporulation initiation inhibitor protein Soj (ALNCNOLC_00032)

putative protein (ALNCNOLC_00033)
34

PDC-S05_WP_091962608.1 (ALNCNOLC_00035)

IMGPR_plasmid_3300053491_023108: 1-1,722 (-); 16,943-30,974 (-)

2627282930

Sporulation initiation inhibitor protein Soj (LJEIOCMC_00031)

putative protein (LJEIOCMC_00032)
33

PDC-S05_WP_091962608.1 (LJEIOCMC_00034)

IMGPR_plasmid_3300053491_030727: 18,853-31,032 (+); 1-3,631 (+)

PDC-S05_WP_091962608.1 (FPCHAPNK_00029)

30
putative protein (FPCHAPNK_00031)

Sporulation initiation inhibitor protein Soj (FPCHAPNK_00032)

33 34 35 36 37

IMGPR_plasmid_3300053491_036397: 29,490-31,210 (+); 1-14,277 (+)

4

PDC-S05_WP_091962608.1 (CFJBDMNJ_00005)

6
DS-15__DS-15A (CFJBDMNJ_00007)

8 9 10 11 12 13

IMGPR_plasmid_3300053491_032723: 29,503-31,224 (+); 1-14,290 (+)

4

PDC-S05_WP_091962608.1 (BEHMOMFE_00005)

6
DS-15__DS-15A (BEHMOMFE_00007)

8 9 10 11 12

IMGPR_plasmid_3300053491_025968: 29,454-31,175 (+); 1-14,241 (+)

4

PDC-S05_WP_091962608.1 (NEPPLPIH_00005)

6
DS-15__DS-15A (NEPPLPIH_00007)

8 9 10 11 12 13

IMGPR_plasmid_3300053491_024929: 10,858-26,820 (-)

171819202122
DS-15__DS-15A (CGKFBILM_00023)

24

PDC-S05_WP_091962608.1 (CGKFBILM_00025)

26

IMGPR_plasmid_3300053491_032719: 4,338-20,074 (+)

PDC-S05_WP_091962608.1 (CCNPPLGE_00012)

13
DS-15__DS-15A (CCNPPLGE_00014)

15 16 17 18 19 20

IMGPR_plasmid_3300053491_021506: 10,856-26,562 (-)

171819202122
DS-15__DS-15A (HJBEOPHB_00023)

24

PDC-S05_WP_091962608.1 (HJBEOPHB_00025)

IMGPR_plasmid_3300053491_021518: 1-1,719 (-); 16,944-30,980 (-)

262728293031
DS-15__DS-15A (MKANNKIK_00032)

33

PDC-S05_WP_091962608.1 (MKANNKIK_00034)

IMGPR_plasmid_3300053491_033625: 29,237-30,956 (+); 1-14,015 (+)

PDC-S05_WP_091962608.1 (PFEMKKLE_00004)

5
DS-15__DS-15A (PFEMKKLE_00006)

7 8 9 10 11 12

IMGPR_plasmid_3300053491_025940: 29,264-30,983 (+); 1-14,049 (+)

PDC-S05_WP_091962608.1 (FFFCMGGC_00004)

5
DS-15__DS-15A (FFFCMGGC_00006)

7 8 9 10 11

IMGPR_plasmid_3300053491_027693: 29,265-30,984 (+); 1-14,052 (+)

PDC-S05_WP_091962608.1 (CMIABIGE_00004)

5
DS-15__DS-15A (CMIABIGE_00006)

7 8 9 10 11 12

IMGPR_plasmid_3300053491_021517: 1-1,719 (-); 16,935-31,038 (-)

262728293031
DS-15__DS-15A (HJNOCOLG_00032)

33

PDC-S05_WP_091962608.1 (HJNOCOLG_00034)

IMGPR_plasmid_3300029049_000017: 10,217-26,055 (-)

171819

Putative fimbrium anchoring subunit Fim4B (BNIPGNJD_00020)

2122
DS-15__DS-15A (BNIPGNJD_00023)

24

PDC-S05_WP_091962608.1 (BNIPGNJD_00025)

IMGPR_plasmid_2562617142_000002: 2,917-18,663 (+)

PDC-S05_WP_091962608.1 (HENIAAMO_00011)

12
DS-15__DS-15A (HENIAAMO_00013)

14 15

Putative fimbrium anchoring subunit Fim4B (HENIAAMO_00016)

17 18 19

IMGPR_plasmid_3300053491_049801: 1-5,685 (-); 28,449-42,838 (-)

Tyrosine recombinase XerC (JFIMDNHN_00002)

Tyrosine recombinase XerC (JFIMDNHN_00003)
Tyrosine recombinase XerD (JFIMDNHN_00004)

343536373839
DS-15__DS-15A (JFIMDNHN_00040)

41

PDC-S05_WP_091962608.1 (JFIMDNHN_00042)

43

IMGPR_plasmid_3300053491_024938: 24,922-31,173 (+); 1-9,709 (+)

DS-15__DS-15A (FJKONFFO_00001)
2 3 4 5 6 736

PDC-S05_WP_091962608.1 (FJKONFFO_00037)

38

IMGPR_plasmid_3300053491_032720: 29,233-30,952 (+); 1-14,012 (+)

PDC-S05_WP_091962608.1 (HCAKNLFL_00004)

5
DS-15__DS-15A (HCAKNLFL_00006)

7 8 9 10 11 12

IMGPR_plasmid_2915859413_000002: 21,564-31,770 (+); 1-6,345 (+)

1 2 3

PDC-S05_WP_091962608.1 (LFOMMGBL_00032)

33
DS-15__DS-15A (LFOMMGBL_00034)

35 36 37 38

IMGPR_plasmid_3300029613_000011: 27,211-31,051 (+); 1-11,990 (+)

1

PDC-S05_WP_091962608.1 (KCGMBCEO_00003)

4
DS-15__DS-15A (KCGMBCEO_00005)

6 7 8 9 10 11

IMGPR_plasmid_3300053491_036394: 29,230-30,949 (+); 1-14,015 (+)

PDC-S05_WP_091962608.1 (CNHHHNNL_00004)

5
DS-15__DS-15A (CNHHHNNL_00006)

7 8 9 10 11 12 13

IMGPR_plasmid_3300053491_033624: 29,307-31,027 (+); 1-14,092 (+)

PDC-S05_WP_091962608.1 (IAOOKNDE_00004)

5
DS-15__DS-15A (IAOOKNDE_00006)

7 8 9 10 11 12

IMGPR_plasmid_3300053491_025963: 1,788-17,530 (+)

PDC-S05_WP_091962608.1 (APEMMODE_00009)

10
DS-15__DS-15A (APEMMODE_00011)

12 13 14 15 16 17

IMGPR_plasmid_3300029501_000009: 24,082-31,678 (+); 1-8,865 (+)

1 2 3 4 5 6

PDC-S05_WP_091962608.1 (MFMFKGMO_00035)

36 37
DS-15__DS-15A (MFMFKGMO_00038)

IMGPR_plasmid_3300053491_024930: 29,093-30,988 (+); 1-14,572 (+)

PDC-S05_WP_091962608.1 (DDDENLDD_00005)

6
DS-15__DS-15A (DDDENLDD_00007)

8 9 10 11 12 13

IMGPR_plasmid_3300053491_027710: 1-1,896 (-); 16,411-30,951 (-)

252627282930
DS-15__DS-15A (LKNKLLFF_00031)

32PDC-S05_WP_091962608.1 (LKNKLLFF_00033)

IMGPR_plasmid_3300053491_025939: 29,083-30,978 (+); 1-14,560 (+)

PDC-S05_WP_091962608.1 (HEGNKACA_00005)

6
DS-15__DS-15A (HEGNKACA_00007)

8 9 10 11 12

IMGPR_plasmid_3300053491_019915: 1-2,223 (-); 16,745-30,985 (-)

2526272829
DS-15__DS-15A (LDOFNJBB_00030)

31PDC-S05_WP_091962608.1 (LDOFNJBB_00032)

IMGPR_plasmid_3300053491_025989: 19,329-30,954 (+); 1-4,806 (+)

1PDC-S05_WP_091962608.1 (DIGAIGAF_00030) 31
DS-15__DS-15A (DIGAIGAF_00032)

33 34 35 36 37 38

IMGPR_plasmid_3300029191_000020: 18,342-29,958 (-)

282930313233
DS-15__DS-15A (BHOKLLOD_00034)

35

PDC-S05_WP_091962608.1 (BHOKLLOD_00036)

IMGPR_plasmid_3300029672_000009: 582-10,758 (+)

1
DS-15__DS-15A (DBJHECEI_00002)

3 4 5 6 7

IMGPR_plasmid_3300053491_050878: 1-5,560 (-); 20,782-36,627 (-)

29

DrmD_00013 DrmD (JOLJLMIH_00030)
31

3233343536
DS-15__DS-15A (JOLJLMIH_00037)

38PDC-S05_WP_091962608.1 (JOLJLMIH_00039)

IMGPR_plasmid_3300053491_032732: 22,598-31,544 (+); 1-7,375 (+)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (MKJHPNNE_00001)

IS5 family transposase IS1169 (MKJHPNNE_00002)
IS982 family transposase IS195 (MKJHPNNE_00003)

4

PDC-S05_WP_091962608.1 (MKJHPNNE_00033)

34
DS-15__DS-15A (MKJHPNNE_00035)

36 37

mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NF041759.1) (MKJHPNNE_00038)

IMGPR_plasmid_3300053491_030748: 28,039-29,758 (+); 1-12,816 (+)

PDC-S05_WP_091962608.1 (BBBAILAB_00004)

5
DS-15__DS-15A (BBBAILAB_00006)

7

mac_hydro_EstT-NCBIFAM macrolide hydrolase EstT (NF041759.1) (BBBAILAB_00008)
erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (BBBAILAB_00009)

IS982 family transposase IS195 (BBBAILAB_00010)

11

IMGPR_plasmid_3300029527_000007: 21,165-34,489 (-)

313233343536
DS-15__DS-15A (AIILMKIA_00037)

38

PDC-S05_WP_065233724.1 (AIILMKIA_00039)
IS4 family transposase ISCARN70 (AIILMKIA_00040)

414243

IMGPR_plasmid_3300029679_000013: 50-10,016 (+)

DS-15__DS-15A (JILHMCLF_00001)
2 3 4 5 6 7 8

IMGPR_plasmid_3300001919_000015: 374-7,219 (+)

1 2 3 4

IMGPR_plasmid_3300053491_027729: 10,860-27,828 (-)

1718192021222324

Sporulation initiation inhibitor protein Soj (GMNAJHGG_00025)

putative protein (GMNAJHGG_00026)
2728

PDC-S05_WP_091962608.1 (GMNAJHGG_00029)

IMGPR_plasmid_3300053491_032735: 10,860-27,681 (-)

17181920212223
DS-15__DS-15A (GFKBIHPL_00024)

2526

PDC-S05_WP_091962608.1 (GFKBIHPL_00027)

IMGPR_plasmid_3300053491_024963: 10,861-25,357 (-)

1718192021
DS-15__DS-15A (GDGAOLEA_00022)

23

PDC-S05_WP_091962608.1 (GDGAOLEA_00024)

25

IMGPR_plasmid_3300029368_000008: 1-15,091 (-); 29,128-32,863 (-)

12345678

DS-15__DS-15A (BFEBJMHL_00009)
10

11

PDC-S05_WP_091962608.1 (BFEBJMHL_00012)

141516

IMGPR_plasmid_3300029418_000011: 1-5,140 (-); 19,177-29,776 (-)

2829303132

DS-15__DS-15A (AAGCGFBF_00033)
34

35

IMGPR_plasmid_3300008096_000009: 6,901-22,547 (-)

151617181920

DS-15__DS-15A (BHPEHFIA_00021)
22

23

PDC-S05_WP_091962608.1 (BHPEHFIA_00024)

IMGPR_plasmid_3300053491_021503: 1-3,061 (-); 17,131-29,770 (-)

262728293031

DS-15__DS-15A (FGMOCJBP_00032)
33

34

PDC-S05_WP_091962608.1 (FGMOCJBP_00035)

IMGPR_plasmid_3300018479_000007: 1-6,923 (-); 20,496-29,846 (-)

12
PDC-S05_WP_091962608.1 (JAPAFHAI_00003)

10 303132333435

Sporulation initiation inhibitor protein Soj (JAPAFHAI_00036)

IMGPR_plasmid_3300053491_017303: 1-1,722 (-); 16,943-31,013 (-)

262728293031
DS-15__DS-15A (BAHCGICI_00032)

33

PDC-S05_WP_091962608.1 (BAHCGICI_00034)

IMGPR_plasmid_3300029335_000010: 3,127-18,920 (+)

PDC-S05_WP_091962608.1 (FBIDDOON_00011)

12
DS-15__DS-15A (FBIDDOON_00013)

14 15 16 17 1819

IMGPR_plasmid_3300029785_000007: 1-5,250 (-); 20,471-31,137 (-)

1 303132333435
DS-15__DS-15A (GGOLFGNB_00036)

37

IMGPR_plasmid_3300053491_027656: 18,703-34,903 (+); 1-3,547 (+)

PDC-S05_WP_091962608.1 (KCELNPMM_00029)

30
DS-15__DS-15A (KCELNPMM_00031)

32 33 34 35 36 37 38 3940

IMGPR_plasmid_3300053491_018636: 1-11,334 (-); 26,556-30,163 (-)

1234
DS-15__DS-15A (HLMNEGKN_00005)

6

PDC-S05_WP_091962608.1 (HLMNEGKN_00007)

IMGPR_plasmid_3300029406_000003: 1-6,841 (-); 22,062-29,900 (-)

1
PDC-S05_WP_091962608.1 (JJPDOIHP_00002)

31323334

IMGPR_plasmid_3300029392_000016: 174-10,191 (+)

1
DS-15__DS-15A (EAOGIDMC_00002)

3 4 5 6 7

IMGPR_plasmid_3300029669_000020: 51-8,983 (+)

1 2 3 4 5

IMGPR_plasmid_3300029391_000009: 19,236-30,382 (-)

2728293031

DS-15__DS-15A (OPEMJDOK_00032)
33

34

PDC-S05_WP_091962608.1 (OPEMJDOK_00035)

IMGPR_plasmid_3300029401_000012: 14,296-25,430 (-)

2223242526
DS-15__DS-15A (GAPHGDGP_00027)

28

PDC-S05_WP_091962608.1 (GAPHGDGP_00029)

IMGPR_plasmid_3300029424_000014: 183-10,096 (+)

1
DS-15__DS-15A (BCHOPMBH_00002)

3 4 5 6 7 8

IMGPR_plasmid_3300029395_000007: 18,598-31,510 (-)

2930313233343536
DS-15__DS-15A (DBANEGDG_00037)
38

IMGPR_plasmid_3300029660_000009: 128-11,273 (+)

PDC-S05_WP_091962608.1 (BOHHBIKB_00001)

2
DS-15__DS-15A (BOHHBIKB_00003)

4 5 6 7 8 9

IMGPR_plasmid_3300029413_000004: 18,619-23,979 (-)

282930

IMGPR_plasmid_3300029431_000008: 15,561-21,706 (-)

24252627

IMGPR_plasmid_3300029433_000010: 228-9,057 (+)

1 2 3 4 5 6

IMGPR_plasmid_3300008737_000006: 237-9,828 (+)

DS-15__DS-15A (MHLEOKIA_00001)
2 3 4 5 6 7

IMGPR_plasmid_3300029776_000013: 256-8,764 (+)

1 2 3 4 5

IMGPR_plasmid_3300053491_024000: 1-1,719 (-); 16,941-33,119 (-)

26272829
30

31
32

3334353637
DS-15__DS-15A (FCKJFGKK_00038)

39

PDC-S05_WP_091962608.1 (FCKJFGKK_00040)

IMGPR_plasmid_3300008722_000010: 12,163-30,067 (-)

1819202122
23

2425262728
DS-15__DS-15A (DKNBCCEF_00029)

30

PDC-S05_WP_091962608.1 (DKNBCCEF_00031)

IMGPR_plasmid_3300053491_033606: 1-1,722 (-); 16,943-34,720 (-)

26272829

IS1380 family transposase IS942 (BAGNOHHC_00030)

31
32

3334353637
DS-15__DS-15A (BAGNOHHC_00038)

39

PDC-S05_WP_091962608.1 (BAGNOHHC_00040)

IMGPR_plasmid_3300053491_027659: 10,841-28,405 (-)

17181920
21

2223

Putative fimbrium anchoring subunit Fim4B (BMECCIHA_00024)

2526
DS-15__DS-15A (BMECCIHA_00027)

28

PDC-S05_WP_091962608.1 (BMECCIHA_00029)

IMGPR_plasmid_3300053491_032685: 1-1,722 (-); 16,943-33,141 (-)

26272829303132333435
DS-15__DS-15A (GDHKMGJI_00036)

37

PDC-S05_WP_091962608.1 (GDHKMGJI_00038)

IMGPR_plasmid_3300029610_000013: 1-11,800 (-); 27,021-33,224 (-)

123456
DS-15__DS-15A (LGFDLEBE_00007)

8

PDC-S05_WP_091962608.1 (LGFDLEBE_00009)

38394041

IMGPR_plasmid_3300053491_030680: 11,212-30,682 (-)

181920

IS4 family transposase IS943 (DCAKMBJC_00021)

22
23

24
25

2627282930
DS-15__DS-15A (DCAKMBJC_00031)

32

PDC-S05_WP_091962608.1 (DCAKMBJC_00033)

IMGPR_plasmid_3300053491_035518: 33,104-34,825 (+); 1-17,883 (+)

PDC-S05_WP_091962608.1 (DPLCLLJG_00004)

5
DS-15__DS-15A (DPLCLLJG_00006)

7 8 9 10 11
IS1182 family transposase ISPa90 (DPLCLLJG_00012)

13 1415 16 17

IMGPR_plasmid_3300053491_027662: 31,422-33,143 (+); 1-16,201 (+)

PDC-S05_WP_091962608.1 (EBOILJJO_00004)

5
DS-15__DS-15A (EBOILJJO_00006)

7 8 9 10 11 12 1314 15 16

IMGPR_plasmid_3300029707_000011: 21,452-33,241 (+); 1-6,231 (+)

1 2 3 4

PDC-S05_WP_091962608.1 (LECKMNHL_00033)

34
DS-15__DS-15A (LECKMNHL_00035)

36 37 38 39 40

IMGPR_plasmid_3300053491_024901: 31,390-33,108 (+); 1-16,168 (+)

PDC-S05_WP_091962608.1 (CGBEEAND_00004)

5
DS-15__DS-15A (CGBEEAND_00006)

7 8

Putative fimbrium anchoring subunit Fim4B (CGBEEAND_00009)

10 11
12

13
14

1516 17 18

IMGPR_plasmid_3300053491_023997: 4,082-21,976 (+)

PDC-S05_WP_091962608.1 (DDEGLKNG_00012)

13
DS-15__DS-15A (DDEGLKNG_00014)

15 16 17 18 19
20

21 2223 24 25

IMGPR_plasmid_3300029718_000008: 616-17,311 (+)

PDC-S05_WP_091962608.1 (NKAMPCBG_00005)

6
DS-15__DS-15A (NKAMPCBG_00007)

8 9 10 11 12
13

14 1516 17 18

IMGPR_plasmid_3300029105_000007: 7,294-23,817 (+)

PDC-S05_WP_091962608.1 (DGEINBEI_00014)

15
DS-15__DS-15A (DGEINBEI_00016)

17 18 19 20 21
22

23
24

2526

IMGPR_plasmid_3300029789_000013: 25,138-33,251 (+); 1-9,917 (+)

1 2 3 4 5 6 7 8 9 10

PDC-S05_WP_091962608.1 (PGGHMGAL_00039)

40
DS-15__DS-15A (PGGHMGAL_00041)

42 43

IMGPR_plasmid_3300014956_000007: 1-8,922 (-); 24,144-33,132 (-)

123
DS-15__DS-15A (DMJCILNI_00004)

5

PDC-S05_WP_091962608.1 (DMJCILNI_00006)

35363738
39

40
41

424344

IMGPR_plasmid_2534682203_000001: 24,225-33,122 (+); 1-9,003 (+)

1 2 3 4 5 6 7 8 9

PDC-S05_WP_091962608.1 (CNKOPONB_00038)

39
DS-15__DS-15A (CNKOPONB_00040)

41 42 43

IMGPR_plasmid_3300053491_035514: 1-1,719 (-); 16,935-33,014 (-)

2627282930
31

3233

Putative fimbrium anchoring subunit Fim4B (EDBGLAGK_00034)

353637
DS-15__DS-15A (EDBGLAGK_00038)

39

PDC-S05_WP_091962608.1 (EDBGLAGK_00040)

IMGPR_plasmid_3300029073_000009: 26,869-33,113 (+); 1-11,653 (+)

DS-15__DS-15A (NDPMOGKH_00001)
2 3 4

Putative fimbrium anchoring subunit Fim4B (NDPMOGKH_00005)

6 7 8 9 1011 12 13

PDC-S05_WP_091962608.1 (NDPMOGKH_00042)

43

IMGPR_plasmid_3300039369_000004: 16,604-33,069 (+); 1-1,388 (+)

PDC-S05_WP_091962608.1 (BFBJIDFB_00024)

25
DS-15__DS-15A (BFBJIDFB_00026)

27 28 29

Putative fimbrium anchoring subunit Fim4B (BFBJIDFB_00030)

31 32
33

34 3536 37 38 Murein DD-endopeptidase MepM (BFBJIDFB_00043)

IMGPR_plasmid_3300014754_000006: 2,257-20,088 (+)

PDC-S05_WP_091962608.1 (EOGNBMJI_00011)

12
DS-15__DS-15A (EOGNBMJI_00013)

14 15 16 17 18
19

20
21

2223 24 25

IMGPR_plasmid_3300053491_034660: 31,016-32,735 (+); 1-15,794 (+)

4

PDC-S05_WP_091962608.1 (GICECBLI_00005)

6
DS-15__DS-15A (GICECBLI_00007)

8 9 10 11 12
13

14 15 16 17

IMGPR_plasmid_3300053491_025921: 31,324-33,043 (+); 1-16,102 (+)

PDC-S05_WP_091962608.1 (BMBLBKEO_00004)

5
DS-15__DS-15A (BMBLBKEO_00006)

7 8 9 10 11 12 13 14 15 16

IMGPR_plasmid_3300029409_000016: 23,594-32,839 (+); 1-8,372 (+)

1 2 3 4 5 6 7

PDC-S05_WP_091962608.1 (MBHPODPK_00036)

37
DS-15__DS-15A (MBHPODPK_00038)

39 40 41

IMGPR_plasmid_3300053491_025916: 18,328-33,106 (+); 1-3,808 (+)

PDC-S05_WP_091962608.1 (HGIPOBFC_00029) 30
DS-15__DS-15A (HGIPOBFC_00031)

32 33 34 35 36
37

38 3940 41 42

IMGPR_plasmid_3300053491_025918: 30,891-33,118 (+); 1-16,369 (+)

PDC-S05_WP_091962608.1 (FJMCBKLC_00004) 5
DS-15__DS-15A (FJMCBKLC_00006)

7 8 9 10 11
12

13 1415 16 17

IMGPR_plasmid_3300053491_033614: 30,555-32,776 (+); 1-16,033 (+)

PDC-S05_WP_091962608.1 (NLHNJGDC_00004)

5
DS-15__DS-15A (NLHNJGDC_00006)

7 8 9 10 11
12

13 14 15 16

IMGPR_plasmid_3300053491_032679: 1-2,093 (-); 16,615-33,116 (-)

2526272829
30

3132333435
DS-15__DS-15A (IMGPLIHO_00036)

37PDC-S05_WP_091962608.1 (IMGPLIHO_00038)

IMGPR_plasmid_3300053491_040873: 30,830-36,740 (+); 1-16,356 (+)

PDC-S05_WP_091962608.1 (KIENPMEE_00004) 5
DS-15__DS-15A (KIENPMEE_00006)

7 8 9 10 11
12

13 1415 16 17

IMGPR_plasmid_3300053491_033617: 1-1,719 (-); 16,930-33,042 (-)

26272829303132333435
DS-15__DS-15A (CCDBPHEO_00036)

37

PDC-S05_WP_091962608.1 (CCDBPHEO_00038)

IMGPR_plasmid_2811995144_000001: 1-9,966 (-); 25,188-32,798 (-)

1234
DS-15__DS-15A (LMJIBMEI_00005)

6

PDC-S05_WP_091962608.1 (LMJIBMEI_00007)

36373839
40

41

IMGPR_plasmid_3300053491_035520: 29,759-31,478 (+); 1-14,537 (+)

PDC-S05_WP_091962608.1 (HLFEMPHM_00004)

5
DS-15__DS-15A (HLFEMPHM_00006)

7 8 9 10 11 12 13

IMGPR_plasmid_3300053491_021478: 1-1,719 (-); 16,941-31,478 (-)

26272829

Putative fimbrium anchoring subunit Fim4B (CDNOJNOC_00030)

3132
DS-15__DS-15A (CDNOJNOC_00033)

34

PDC-S05_WP_091962608.1 (CDNOJNOC_00035)

IMGPR_plasmid_3300053491_039512: 4,337-21,164 (+)

PDC-S05_WP_091962608.1 (LIIEMCOL_00012)

13 14
DS-15__DS-15A (LIIEMCOL_00015)

16 17 18 19 20 21 22

IMGPR_plasmid_3300053491_033621: 23,986-30,114 (+); 1-8,764 (+)

DS-15__DS-15A (PLKEOEAN_00001)
2 3 4 5

PDC-S05_WP_091962608.1 (PLKEOEAN_00034)

35

IMGPR_plasmid_3300053491_023075: 40,177-41,898 (+); 1-24,956 (+)

PDC-S05_WP_091962608.1 (KPKLGCFO_00004)

5
DS-15__DS-15A (KPKLGCFO_00006)

7 8 9 10 11
12

13 1415 16 17 18 19 20 21 22 2324 25 26 27 2829 30 31

IMGPR_plasmid_3300053491_030731: 12,449-30,215 (-)

1920212223
24

2526272829
DS-15__DS-15A (PAGCMEDJ_00030)

PDC-S05_WP_065233724.1 (PAGCMEDJ_00031)
PD-T4-5__PD-T4-5 (PAGCMEDJ_00032)

IMGPR_plasmid_3300053491_030733: 10,876-28,298 (-)

17181920
21

2223242526
DS-15__DS-15A (NIGNNIAM_00027)

PDC-S05_WP_065233724.1 (NIGNNIAM_00028)
PD-T4-5__PD-T4-5 (NIGNNIAM_00029)

IMGPR_plasmid_3300028992_000007: 9,919-27,687 (+)

PD-T4-5__PD-T4-5 (CCBJAPAG_00017)
PDC-S05_WP_065233724.1 (CCBJAPAG_00018)

DS-15__DS-15A (CCBJAPAG_00019)
20 21 22 23 24

25
26 2728 29 30

IMGPR_plasmid_3300053491_034651: 1-1,720 (-); 16,942-32,968 (-)

2627282930
31

3233343536
DS-15__DS-15A (PPCJDCEL_00037)

PDC-S05_WP_065233724.1 (PPCJDCEL_00038)
PD-T4-5__PD-T4-5 (PPCJDCEL_00039)

IMGPR_plasmid_3300053491_027690: 1-1,754 (-); 16,976-33,052 (-)

2627282930
31

3233343536
DS-15__DS-15A (BFOLMNBA_00037)

PDC-S05_WP_065233724.1 (BFOLMNBA_00038)
PD-T4-5__PD-T4-5 (BFOLMNBA_00039)

IMGPR_plasmid_3300053491_034662: 1-1,719 (-); 16,942-32,940 (-)

262728293031323334
DS-15__DS-15A (DNLJKGFI_00035)

PDC-S05_WP_065233724.1 (DNLJKGFI_00036)
PD-T4-5__PD-T4-5 (DNLJKGFI_00037)

IMGPR_plasmid_3300029057_000008: 18,717-32,376 (-)

2829303132
33

3435363738
DS-15__DS-15A (NIGMLBKI_00039)

PDC-S05_WP_065233724.1 (NIGMLBKI_00040)
PD-T4-5__PD-T4-5 (NIGMLBKI_00041)

IMGPR_plasmid_3300014970_000009: 16,383-32,720 (-)

1819202627282930
31

3233343536
DS-15__DS-15A (MFGMBOFF_00037)

38

PDC-S05_WP_091962608.1 (MFGMBOFF_00039)

IMGPR_plasmid_3300053491_034661: 1-11,434 (-); 25,924-32,878 (-)

1234
DS-15__DS-15A (FPACPJBK_00005)

6PDC-S05_WP_091962608.1 (FPACPJBK_00007) 3637

IS4 family transposase ISBf13 (FPACPJBK_00038)

39
40

41

IMGPR_plasmid_3300053491_027689: 1-11,974 (-); 26,531-33,187 (-)

1234
DS-15__DS-15A (OLLKMHGO_00005)

67 3435363738
39

4041

IMGPR_plasmid_3300053491_044575: 1-11,523 (-); 26,032-32,796 (-)

1234
DS-15__DS-15A (JPNFFJGF_00005)

6PDC-S05_WP_091962608.1 (JPNFFJGF_00007) 363738394041

IMGPR_plasmid_3300053491_034663: 14,007-32,240 (-)

1821222324
25

2627282930
DS-15__DS-15A (ODPGPFPB_00031)

32PDC-S05_WP_091962608.1 (ODPGPFPB_00033)

IMGPR_plasmid_3300039349_000002: 20,066-28,486 (-)

29303132
33

343536

IMGPR_plasmid_3300029495_000009: 16,264-25,019 (-)

2526272829
30

313233

IMGPR_plasmid_3300039319_000002: 20,943-30,179 (-)

30313233
34

35363738

IMGPR_plasmid_3300029045_000014: 23,089-32,927 (-)

3435363738
39

40414243

IMGPR_plasmid_3300029860_000012: 23,092-32,940 (-)

343536373839404142

IMGPR_plasmid_3300029023_000002: 15,444-25,453 (-)

2526272829
30

31323334

IMGPR_plasmid_3300029099_000010: 20,474-30,330 (-)

3031323334
35

36373839

IMGPR_plasmid_3300014917_000017: 23,941-33,194 (-)

343536
37

38
39

404142

IMGPR_plasmid_3300008523_000007: 19,132-27,487 (-)

28
29

30313233
34

3536

IMGPR_plasmid_3300029443_000020: 127-11,359 (+)

Sporulation initiation inhibitor protein Soj (MIBPEIIE_00001)

2 3 4 5 6 7 8 9
10

11 12 13

IMGPR_plasmid_3300029430_000018: 195-10,678 (+)

1 2 3 4 5 6 7 8 9 10

IMGPR_plasmid_3300028988_000013: 249-11,424 (+)

Sporulation initiation inhibitor protein Soj (CKMDMIAD_00001)
2 3 4 5 6 7 8 9 10 11 12

IMGPR_plasmid_3300000285_000003: 19,491-28,842 (-)

27282930
31

32
33

343536

IMGPR_plasmid_3300029374_000019: 21,382-32,926 (-)

32333435

IS982 family transposase IS195 (HKNJOOKA_00036)

37
38

39404142

IMGPR_plasmid_3300029432_000014: 19,143-29,670 (-)

2829303132
33

34353637

IMGPR_plasmid_3300008361_000007: 19,066-29,104 (-)

28293031
32

33343536

IMGPR_plasmid_2923989892_000001: 19,120-29,605 (-)

282930313233343536

IMGPR_plasmid_3300029844_000018: 186-10,298 (+)

1 2 3 4 5 6 7 8

IMGPR_plasmid_3300029862_000012: 22,729-31,555 (-)

333435363738

IMGPR_plasmid_3300014515_000016: 86-13,172 (+)

DS-15__DS-15A (DODNHABG_00001)
2 3 4 5 6 7 8 9 10 1112 13 14

IMGPR_plasmid_3300029586_000023: 437-9,954 (+)

1 2 3 4 5 6 7 8 9

IMGPR_plasmid_3300014971_000007: 481-10,315 (+)

1 2 3 4 5 6 7 8 9 10

IMGPR_plasmid_3300014547_000007: 335-10,126 (+)

1 2
Putative fimbrium anchoring subunit Fim4B (CANEPNKP_00003)

4 5 6 7 8 9 10

IMGPR_plasmid_3300014846_000003: 45-8,393 (+)

1 2 3 4 5 6 7 8

IMGPR_plasmid_3300014572_000008: 208-8,722 (+)

1 2 3 4 5 6 7

IMGPR_plasmid_3300029794_000010: 19,237-25,538 (-)

28293031
32

33

IMGPR_plasmid_3300029441_000009: 17,022-23,119 (-)

262728
29

30
31

IMGPR_plasmid_3300029768_000011: 25,992-34,675 (-)

3637383940414243
Sporulation initiation inhibitor protein Soj (EGFABOFI_00044)

IMGPR_plasmid_3300029325_000013: 19,113-25,692 (-)

2829303132

IMGPR_plasmid_3300029410_000013: 98-5,339 (+)

1 2 3

IMGPR_plasmid_3300008672_000009: 21,312-27,509 (-)

3132333435

IMGPR_plasmid_3300008063_000006: 15,458-21,303 (-)

25262728

IMGPR_plasmid_3300014535_000009: 816-7,643 (+)

2 3 4 5 6

IMGPR_plasmid_3300035649_000007: 24,369-31,195 (-)

36373839

IMGPR_plasmid_3300008383_000003: 3,366-10,193 (+)

5 6 7 8

IMGPR_plasmid_3300039331_000003: 21,187-28,733 (-)

313233

IMGPR_plasmid_3300029750_000009: 3,524-11,071 (+)

8 9 10

IMGPR_plasmid_3300014552_000007: 21,512-28,993 (-)

313233343536
PDC-S05_WP_217327273.1 (NDIMPDNB_00037)

IMGPR_plasmid_3300029438_000006: 20,980-33,552 (-)

3031323334353637383940414243

IMGPR_plasmid_3300008478_000005: 90-12,657 (+)

1 2 3 4 5 6 7 8 9 10 1112 13 14

IMGPR_plasmid_3300008479_000002: 20,941-31,608 (-)

3031323334353637383940

IMGPR_plasmid_3300029575_000024: 154-4,890 (+)

1

IMGPR_plasmid_3300029231_000004: 103-5,140 (+)

1 2

IMGPR_plasmid_3300029848_000008: 540-6,776 (+)

1 2

IMGPR_plasmid_2868532826_000002: 46-8,428 (+)

1
Putative fimbrium anchoring subunit Fim4B (MGJGJJME_00002)

3 4 5

IMGPR_plasmid_2854171795_000002: 23,586-31,530 (-)

3435363738

IMGPR_plasmid_3300029007_000004: 22,803-30,644 (-)

333435
Putative fimbrium anchoring subunit Fim4B (PEBFFIDG_00036)
37

IMGPR_plasmid_3300029477_000006: 23,112-27,848 (-)

34

IMGPR_plasmid_3300029422_000006: 40-4,686 (+)

1

IMGPR_plasmid_2873663553_000001: 23,127-28,243 (-)

34
IS982 family transposase IS195 (LBDAEDAF_00035)

IMGPR_plasmid_3300029873_000009: 23,678-27,787 (-)

34

IMGPR_plasmid_3300030343_000010: 17,083-21,618 (-)

2627

IMGPR_plasmid_3300029046_000006: 15,458-21,724 (-)

24
25

2627

IMGPR_plasmid_3300029134_000012: 188-6,175 (+)

IS5 family transposase ISMac15 (PHMIHDOO_00001)
IS982 family transposase IS195 (PHMIHDOO_00002)

3

IMGPR_plasmid_3300029772_000007: 171-5,287 (+)

IS982 family transposase IS195 (EBAHACLM_00001)
2

IMGPR_plasmid_3300028976_000010: 169-4,278 (+)

1

IMGPR_plasmid_3300029539_000011: 14-7,544 (+)

1 2
IS982 family transposase IS195 (NIHPBIBO_00003)

4

IMGPR_plasmid_2876094201_000002: 161-7,002 (+)

1 2
IS5 family transposase ISMac15 (PFPANANN_00003)

IS982 family transposase IS195 (PFPANANN_00004)

IMGPR_plasmid_3300053491_024050: 1-2,870 (-); 16,898-30,922 (-)

262728

Thiol-disulfide oxidoreductase ResA (PLJEDHLB_00029)
RtxA (VF0482) (PLJEDHLB_00030)

3132DS-15__DS-15A (PLJEDHLB_00033)

IMGPR_plasmid_3300053491_037349: 24,676-27,546 (+); 1-10,635 (+)

HTH-type transcriptional activator HxlR (DAEEDAGI_00002)

3 5
DS-15__DS-15A (DAEEDAGI_00006)

7 8 9 10

IMGPR_plasmid_3300039335_000028: 52-22,274 (+)

Macrolide export protein MacA (JJDDCEPN_00001)

MtrCDE (VF0451) (JJDDCEPN_00002)
3

Ribosomal RNA small subunit methyltransferase F (JJDDCEPN_00004)

5

SigE (VF0295) (JJDDCEPN_00006)

7

Cardiolipin synthase (JJDDCEPN_00008)

DS-4__DS-4A (JJDDCEPN_00009)

trim_DfrA3-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA3 (NF000019.2) (JJDDCEPN_00010)

Regulatory protein AsnC (JJDDCEPN_00011)

12 13

IS1182 family transposase ISPa90 (JJDDCEPN_00014)

15 1617 18 19

IMGPR_plasmid_3300029074_000013: 110-15,004 (+)

1 2 3 4 5 6 7 8
DNA-invertase hin (HFPKMIFK_00009)

1011 12 13 14 1516 17 18

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)


