Modulatlng protein YmoA (OPPAEOGL_00040)
DNA- blndlng protein StpA (OPPAEOGL_00039) Type IV secretion system protein VirB11 (OPPAEOGL_00050)
Proteasome-associated ATPase (OPPAEOGL_00042)
Endonuclease YhcR (OPPAEOGL_00044)
A topmsomerase 3 (OPPAEO‘GL 00041T Protein VirD4 (OPPAEOGL_00049)

43 454647 48 51

K ]

IMGPR _plasmid_2731957933_000002: 29,488-40,925 (+)
Proteasome-associated ATPase (BELNJPCN_00036)
Endonuclease YhcR (BELNJPCN_00034)
35 | 333231

IMGPR _plasmid_3300029675_000011: 17,272-28,736 (-)
Proteasome-associated ATPase (KAMBILLO_00046)
Endonuclease YhcR (KAMBILLO_00048)
47 | 495051

IMGPR _plasmid_2548876964_000007: 34,803-45,167 (+)
Proteasome-associated ATPase (GFPKDNEN_00009)
Endonuclease YhcR (GFPKDNEN_00011)

8 10 | 121314

IMGPR_plasmid_2588253818_000003: 4,633-16,674 (+)

Proteasome-associated ATPase (OCMDOEDH_00009)
Endonuclease YhcR (OCMDOEDH_00010)

8 ] 111213

IMGPR_plasmid_2588253819_000002: 4,633-16,673 (+)
Proteasome-associated ATPase (GJCLJMIC_00026)
Endonuclease YhcR (GJCLJMIC_00024)
25 [ 232221

27

IMGPR _plasmid_2897323262_000002: 11,415-23,457 (-)
Putative transposon Tn552 DNA-invertase bin3 (PIFHJPJI_00037)
Proteasome-associated ATPase (PIFHJPJI_00031)
Endonuclease YhcR (PIFHJPJI_00030)

39 38 33 32 | | 292827

Type IV secretion system protein virB9 (OPPAEOGL_00052)

T

IMGPR_plasmid_3300029253_.000012: 13 437-28,137 (-)

Proteasome-associated ATPase (OEGMLNIE_00009) Type IV secretion system protein virB10 (OEGMLNIE_00017)
Endonuclease YhcR (OEGMLNIE_00010)

Type IV secretion system protein PtIE (OEGMLNIE_00020)
18

8 111213 | 21
IMGPR_plasmid_2588253816_000004: 4,446-18,585 (+)
5 6 7 8 9 101112

IMGPR_plasmid_2563366834_000004: 993-12,868 (+)
18 17 16 15 14 131211

IMGPR_plasmid_2728369188_000001: 3,657-15,532 (-)
9 8 7 6 5 4 321

IMGPR_plasmid_2563366963_000003: 1-6,751 (-); 27,815-33,752 (-)
32 31 30 29 28 2726

IMGPR_plasmid_2740892031_000006: 14,002-25,850 (-)

Thermonuclease (HLANNFKO_00039)
42 41 40 38 3736

IMGPR_plasmid_2639762953 000001: 19,974-31,266 (-)
Thermonuclease (MLEELECD_00042)
46 45 4443 41 40 39

IMGPR _plasmid_2545824707_000004: 24,209-35,957 (-)
Thermonuclease (AGLEMDGD_00022)
18 19 2021 232425

IMGPR_plasmid_2663763256_000001: 12,558-24,307 (+)

DS-27__DS-27 (KLPIMGNJ_00005)
6

AT O-AEK

—
IMGPR_plasmid_2636415418_000006: 749-10,440 (+)

DS-27__DS-27 (NNKBCJNE_00029)
28

AT K

I
IMGPR_plasmid_2778261454_000003: 15,645-25,335 (-)

DS-27_DS-27 (JDFGAGHJ_00017)
16

(O U IS (O

I
IMGPR_plasmid_3300053491_017306: 9,708-19,411 (-)
DS-27_DS-27 (DFKNGPGJ_00046)
45

AT A K

——
IMGPR_plasmid_2744055116_000001: 1-2,749 (-); 31,879-38,913 (-)

9
K

IMGPR_plasmid_2519899630_000002: 4,401-13,006 (+)
DS-27__DS-27 (GCIAHBMB_00047)
48

T T ——d

I
IMGPR_plasmid_2541047738_000002: 36,730-45,135 (+); 1-2,126 (+)
Putative transposon Tn552 DNA-invertase bin3 (CECFANDM_00008)
DS-27_DS-27 (CECFANDM_00015)
9 16

Type IV secretion system protein PtIE (FEANOADI_00044)

E-—— - -G

——
IMGPR_plasmid_3300014625_000004: 5,763-19,442 (+)
1S1 family transposase IS1A (MDAPMOFD_00032) DS-27_DS-27 (MDAPMOFD_00026)

T 31 25

I
IMGPR_plasmid_2737471850_000003: 13,598-27,480 (-)

NLR_like_bNACHTO1_NLR_like bNACHTO1 (EOLJIIFG_00013)
DS-27__DS-27 (EOLJIIFG_00009)
16 14 8

— —
IMGPR_plasmid_3300029711_000012: 2,238-18,990 (-)
45 46  Protein VirD4 (NOBFGLLK_00048)

K

IMGPR_plasmid_2537562221_000005: 33,896-39,644 (+); 1-5,826 (+)

DNA topoisomerase 3 (MDCBLHKJ_00042)
41 40

IMGPR_plasmid_2534681706_000004: 26,466-35,888 (-)

44

45 |

IMGPR_plasmid_2826849342_000002: 31,089-41,678 (-)
13 14 15 16

43 42

IMGPR _plasmid_3300053491 023107:11,266-22,190 (+)
Proteasome-associated ATPase (JLIHJIEG_00011)
Endonuclease YhcR (JLIHJIEG_00013)
10 | 12 14 15 16
IMGPR _plasmid 2778261674 _000015:8,024-20,756 (+)
Proteasome-associated ATPase (LBJJFOND_00005)
Endonuclease YhcR (LBJJFOND_00004)

6 | 13 21

48

IMGPR_plasmid_2541047911_000003: 1-6,911 (-); 29,380-35,997 (-)
Proteasome-associated ATPase (MKMIEHGI_00044)
Endonuclease YhcR (MKMIEHGI_00045)
43 | T 464748

IMGPR _plasmid 2541047727 _000003: 29,800-36,710 (+); 1-6,618 (+)
Proteasome-associated ATPase (FEDOLEAG_00004)
Endonuclease YhcR (FEDOLEAG_00003)

5 | ]2 149 48

47

K&K

IMGPR_plasmid_3300053491_018639: 1-6,028 (-); 29,267-36,708 (-)
Proteasome-associated ATPase (OADJHNLI_00027)
Endonuclease YhcR (OADJHNLI_00026)
)Adhesin YadA (OADJHNLI_00022)
24
25 23

28 21

IMGPR _plasmid_2648501694_000001: 11,016-24,217 (-)
Proteasome-associated ATPase (IOCIHJPJ_00048)
DNA topoisomerase 3 (IOCIHJPJ_00001)
Endonuclease YhcR (IOCIHJPJ_00047)

49 \ T 46 4544 43 42

KECK

IMGPR _plasmid_2740892232_000002: 1-1,385 (-); 23,854-36,010 (-)
Proteasome-associated ATPase (LIDPANHA_00043)
Endonuclease YhcR (LIDPANHA_00042)
AipA (VF1293) (LIDPANHA_00038)

44 | 414039 T 37 36

K KK

IMGPR _plasmid_2531839580_000008: 20,844-34,311 (-)
Proteasome-associated ATPase (PMLKJCLM_00033)
Endonuclease YhcR (PMLKJCLM_00032)
AipA (VF1293) (PMLKJCLM_00028)
| 313029 | 27 26

K K:K KEGGACH—OAK K

IMGPR _plasmid_2537561684_000007: 13,936-27,403 (-)
Endonuclease YhcR (DHDHICAI_00047)
Adhesin YadA (DHDHICAI_00045)

DS-33__DS-33 (DHDHICAI_00008)
7 1 48 |

2 16
B O KKK E—G—@K KKK

I
IMGPR_plasmid_2671180501_000009: 1-8,079 (-); 26,041-35,264 (-)
Endonuclease YhcR (JCOEMFCA_00002)
Adhesin YadA (JCOEMFCA 00004)
47 48 1 \

DQ—DDGGG(:K:K]—G—CKKKK](

\MGPR,p\asm\d,27067946767000008 26,985-35,248 (+); 1-9,023 (+)
Proteasome-associated ATPase (EPFNMLPA_00001)
Endonuclease YhcR (EPFNMLPA_00047)
Adhesin YadA (EPFNMLPA 00045)
2 | 46 44

E-— o XaaE@EE—aHK«

I
IMGPR _plasmid_2734482591 000010: 1-8,730 (-); 26,692-35,266 (-)
Proteasome-associated ATPase (JIMJJFGE_00047)
Endonuclease YhcR (JIMJJFGE_00046)
Adhesin YadA (JIMJJFGE_00044)

1 45 43
E— o (A K K |G
IMGPR_plasmid_2734482588_000008: 1-7,690 (-); 25,652-35,262 (-)
Proteasome-associated ATPase (EADEDJDN_00021)
2019 18 17

B o0 A

K:K K KECK
IMGPR_plasmid_2802429253_000003: 10,699-27,640 (-)

Proteasome—associated ATPase (EBFFAAJG_ 00027)
2829 30

E—_ ot K K:KH]—G(FCD(

K

I
IMGPR_plasmid_2802429247_000003: 8,905-25,846 (+)

1S3 family transposase ISSen4 (MGFEMLCF_00021)

Proteasome-associated ATPase (MGFEMLCF_00016)!
DrmC_00006 DrmC (MGFEMLCF_00020)
Endonuclease YhcR (MGFEM LC?,OOON)

‘ Adhesin YadA (MGFEMLCF_00023)

24

KK

1819 | | 22
E—— o KK K:K EGA-D
IMGPR_plasmid_2563366833_000002: 4,580-23,595 (+)
Endonuclease YhcR (OCDKIEJB_00016)
19 18 17 15 1413 12 11

E——_ 0 (AT E T REEHaEETTT AT

I
IMGPR _plasmid_2703718786_000004:4,216-22,041 (-)
Proteasome-associated ATPase (CLKOBDLJ_00012)
Endonuclease YhcR (CLKOBDLJ_00011)
ApA (VF1293) (CLKOBDLJ_00007)

| 098 T 6 5

B o XK

I
IMGPR _plasmid_2537561688_000006: 1-16,458 (-); 34,419-37,505 (-)
Proteasome-associated ATPase (CMMMENFJ_00013)
Endonuclease YhcR (CMMMENFJ_00014)
AipA (VF1293) (CMMMENFJ_00018)
| 151617 [ 19 20

12

K:K@G—G—GG—GCK](:K:K]—(:K:]

B o HEK KK

I —
IMGPR_plasmid_2531839581_000007: 2,136-20,302 (+)

Proteasome-associated ATPase (EOKBDJGN_00006)
Endonuclease YhcR (EOKBDJGN_00005)
AipA (VF1293) (EOKBDJGN_00001)

| 4 3 2 49 48

7
B o XK KK
IMGPR_plasmid_2545824719_000006: 1-11,779 (-); 29,740-36,281 (-)

Proteasome-associated ATPase (IPEDOIGH_00006)
Endonuclease YhcR (IPEDOIGH_00005)
AipA (VF1293) (IPEDOIGH_00001)

| 4 3 2 49 48

B o XK

I
IMGPR_plasmid_2531839586_000005: 1-11,851 (-); 29,094-36,364 (-)
1 44

IMGPR _plasmid_2554235427_000002: 1-1,118 (-); 30,211-37,768 (-)

DNA topoisomerase 3 (GAIOMKHC_00037)
36

IMGPR _plasmid 2576861371 000005: 22,844-31,448 (-)
DNA topoisomerase 3 (PELAFIKF_00006)
7 5 Type IV secretion system protein virB10 (PELAFIKF_00001)
IMGPR_plasmid_2645727561_000003: 233-7,139 (-)
Type IV secretion system protein virB10 (GCNCBAFH_00043)
T 4s

IMGPR _plasmid_2630968606_000005: 30,382-37,609 (+)
Type IV secretion system protein virB10 (GFPNNJKJ_00001)

IMGPR plasmid_2636415674_000001: 5-6,462 (-)
Type IV secretion system protein virB10 (POPCHDPO_00044)

IMGPR_plasmid_2636415738_000001: 31,384-37,655 (+)
1S481 family transposase ISErsp1 (KGNMIKEF_00008)
1S481 family transposase ISErsT)l (KGNMIKEF_00007)
PDC-528_WP_215557142.1 (KGNMIKEF_00006)

5 I e R

K:K@G—G—GG—CK]G(

Type IV secretion system protein virB9 (IPEDOIGH_00043)

K S

K

DO ’ KK

IMGPR _plasmid_2636415584_000001: 168-14,490 (+)
1S481 family transposase ISErsp1 (AEEEDDHD_00037)
1S481 family transposase ISEr$1 (AEEEDDHD_00038)
PDC-528 WP_215557142.1 (AEEEDDHBTOO‘O:S‘?)
43 36

42 41 40

IMGPR_plasmid_2630968427_000001: 20,733-37,285 (-)

IS48f1famin transposase ISErsp1 (FMLGFAPB_00034)

15481 family transposase ISErsp1 (FMLGFAPB_00035)
33

IMGPR _plasmid_2579778908_000006: 18,799-25,553 (-)
15481 family transposase ISErsp1 (IPJAEHED_00002)
15481 family transposase ISErsp1 (IPJAEHED_00001)

3

IMGPR _plasmid_2579778636_000002: 535-7,289 (+)
1S481 family transposase ISErsp1 (NDAMBMPL_00003)
15481 family transposase ISErsp1 (NDAMBMPL_00002)
PDC-SZS_WP_2155T71‘42.1 (NDAMBMPL_00001)

4

KK

L —

IMGPR_plasmid_2630968409_000001: 282-9,060 (+)

15481 family transposase ISErsp1 (INIJEAKA_00043)

15481 family transposase ISErsp1 (INIJEAKA_00044)
45 42

IMGPR_plasmid_2630968990_000001: 29,868-37,518 (-)
1S481 family transposase ISErsp1 (FODEGEEG_00003)
1S481 family transposase ISEr?pl (FODEGEEG_00002)
PDC-S28_WP_215557142.T(F0‘DEGEEG_00001)
4

KK
IMGPR _plasmid_2639762944 000001:469-10,108 (+)
1S481 family transposase ISErsp1 (DPBIDJDP_00004)
15481 family transposase ISErsp1 (DPBIDJDP_00003)
PDC-S28_ WP_215557142.1 (DPBIDJDFT_BOOOZ)

1 | | s

KK

IMGPR_plasmid_2630968546_000001: 190-11,373 (+)
15481 family transposase ISErsp1 (DJJKKMDL_00005)
15481 family transposase ISEr?Ei (DJJKKMDL_00004)
PDC-528_WP_215557142.1 (DJJKKMDL_00002)
3

1 6

I
IMGPR _plasmid_2630968407_000001: 65-11,874 (+)
15481 family transposase ISErsp1 (INOEHADD_00002)
15481 family transposase ISErsp1 (INOEHADD_00001)
3

IMGPR_plasmid_641736105_000001: 7-6,668 (+)

L‘§481 family transposase ISErsp1 (DOJAFPCL_00001)
2

IMGPR_plasmid_2548876949_000005: 200-6,559 (+)
1

IMGPR_plasmid_2541047638_000002: 235-6,240 (+)
44

IMGPR_plasmid_2630968385_.000001:31,768-37,513 (+)
DS-33_DS-33 (EBPNDKMH_00014)

5 6 8 9 10 11 12 13 15 16

«CHDH—DH DD Iy (— DO (@i <aamm

I
IMGPR_plasmid_2700989400_000002: 4,042-22,210 (+)

DS-33_DS-33 (EPFKDFCA_00012)

12 7 13

14

KK

IMGPR _plasmid_2534681699 000005: 39,299-39,830 (+); 1-19,257 (+)
Cyclase_00036 oligonucleotide-cyclase (POBLKGNN_00001)
Effector_00033 2TM (POBLKGNN_00002)

Ds-33_D5-33 (POBLKGNN_00003)

4 5
[, e N AT
I >_<:]-<:}<:K
IMGPR_plasmid_642481252_000001: 1-11,025 (+)
Aerotaxis receptor (MEAAAOGJ_00008)
Tn3 family transposase TnAs1 (MEAAAOGJ_00006)
5 DNA-invertase hin (MEAAAOGJ_00007)

9 10 11

NLR_like bNACHTO1__NLR_like_bNACHTO1 (MEAAAOGJ_00015)

IMGPR _plasmid_2537561979_000006: 1,697-24,239 (+)
Menshen__NsnA (EPPPNHPJ_00003)

1 2 4

— OO =

I
IMGPR_plasmid_2778261182_000004:221-10,283 (+)
1S3 family transposase 1S2 (CBIHLHMC_00005)
DNA-invertase hin (CBIHLHMC_00001)
2 3 4 \ 6 7 8NLR_like_/bNACHTO1_NLR_like_bNACHTO1 (CBIHLHMC_00009)

G- HECO0—~«@ KKK K

—
IMGPR _plasmid_3300015183 000003: 66-13,893 (+)

1S3 family transposase IS2 (IABPKJCE_00041)
NLR_like bNACHTO1_ NLR_like_bNACHTO1 (IABPKJCE_00037)
44 43 42 | 40 3¢

DNA-invertase hin (IABﬁKJCE_OOO45)
38

G- CO0— D ~«@ KKK

I
IMGPR_plasmid_2823670853_000004:21,783-35,610 (-)
} 9000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




