1S481 family transposase ISErsp1 (DIDDKKHA_00011)
15481 family transposas§ISErsp1 (DIDDKKHA_00012)
Modulating protein YmoA (DI DDKKHA_00008)
DNA-binding protein StpA (DIDDKKHA_00009)
DNA topoisomerase 3 (DIDDKKHA_00007)|
Protein VirD4 (DIDDKKHA_00004) | PDC-528_WP_215557142.1 (DIDDKKHA_00013) Putative transposon Tn552 DNA-invertase bin3 (DIDDKKHA_00018)
56 | 10 | | 14 15 16 17 "] 1920 21 22 23
— B —
IMGPR_plasmid_2639762902_000001: 3,276-23,188 (+)
1S481 family transposase ISErsp1 (MLBAEGPB_00036)
15481 family transposasaSErspl (MLBAEGPB_00035)
PDC-S28 WP_215557142.1 (MLBAEGPB_00034)
37 | | 33 32 31 30

DDA woed¢e—— D0 _Add
IMGPR _plasmid_2636415808_000002: 17,700-37,612 (-)
1S481 family transposase ISErsp1 (KOCJBPLH_00024)
1S481 family transposasFISErspl (KOCJBPLH_00023)
PDC-S2B_VVP_215557142.1 (KOCJBPLH_00022)
25 | | 21 20 19 18
Dy WA} <K— D AA
IMGPR _plasmid_3300053491 027694:4,994-24,906 (-)
1S481 family transposase ISErsp1 (JEDPFONB_00036)
15481 family transposasgISErspl (JEDPFONB_00035)
PDC-SZB_VVP_215557142.1 (JEDPFONB_00034)
37 | | 33 32 31 30 26
OO whreaGc KK——CHD D A
IMGPR_plasmid_2582580762_000001: 16,623-36,537 (-)
1S481 family transposase §Er5p1 (AEIFPIDA_00010)

15481 family transposase ISErsp1 (AEIFPIDA_00009)
PDC-528 WP_215557142.1 (AEIFPIDA_00008)

0 (1N —— 7 6 5 i
OOt w1 <Od———C{5D

IMGPR _plasmid_2630968447_000001: 112-18,086 (-)
Type IV secretion system protein VirB11 (PELAFIKF_00002)
1S481 family transposase ISErsp1 (PELAFIKF_00011)
15481 family transposagé ISErsp1 (PELAFIKF_00012)
DNA topoisomerase 3 (PELAFIKF_00006)
PDC-528 WP_215557142.1 (PELAFIKF_00013)
7 10 | | 14 15 16 17

5 Y DI I IS o T <——@P Oad@

IMGPR_plasmid_2645727561_000003: 669-21,614 (+)
1S481 family transposase ISErsp1 (OFIOPOBN_00005)
15481 family transposas?lSErspl (OFIOPOBN_00006)
PDC-528_WP_215557142.1 (OFIOPOBN_00007)
4 || 8 9 10 11

| A———@{O0_dd

IMGPR _plasmid_2554235427_000002: 32,344-37,768 (+); 1-15,593 (+)
1S481 family transposase ISErsp1 (NOCIGFMK_00033)
15481 family transposaseﬁSErspl (NOCIGFMK_00032)
PDC-528_WP_215557142.1 (NOCIGFMK_00031) Pl protein (NOCIGFMK_00020)
34 | | 30 29 28 27 22 19 mRNA interferase toxin RelE

[ Wy I AN 0 o S {<———CHD0C XK +H——-
IMGPR _plasmid_2636415570_000001: 11,868-34,140 (-)
1S481 family transposase ISErsp1 (EALMNMJJ_00003)
15481 faﬁly transposase ISErsp1 (EALMNMJJ_00004)
PDC-SZB_VVP_215557142A1 (EALMNMJJ_00005)
2 || 6 7 8 9
PO —C KK—+—CHDDL XK
IMGPR _plasmid 2724679293 000004: 345-15,256 (+)
15481 family transposase ISErsp1 (OMOCPHGE_00035)
15481 family transposasJSErspl (OMOCPHGE_00034)
PDC»S‘Z@TWP_21555714241 (OMOCPHGE_00032)
3 | | 33 31 3029 28
YODA oAdac [————CHDPL Ad
IMGPR _plasmid_2636415791 000001: 14,650-34,555 (-)
15481 family transposase ISErsp1 (MBDHFKEG_00002)
15481 familytransposasJSErspl (MBDHFKEG_00001)
PDC-528'WP_215557142.1 (MBDHFKEG_00043) mRNA interferase toxin RelE (MBDHFKEG_00031)
3 || 42 41 40 39 34 33
DDA WA | <O¢——0O—DL 4—D——=
IMGPR_plasmid_2518645560_000001: 1-7,114 (-); 22,262-37,581 (-)
15481 family transposase ISErsp1 (OPPAEOGL_00037)
15481 family transposasgISErspl (OPPAEOGL_00036)
PDC-528 'WP_215557142.1 (OPPAEOGL_00035) 26
38 | | 34 33 32 31 29 28 [25 24

PDE—C - OE—E D00 d

IMGPR _plasmid 2731957933 _000002: 15,157-32,294 (-)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FDCPDMCD_00028)
Microcin €7 self-immunity protein MccF (FDCPDMCD_00030)
Diaminopimelate‘decarboxylase (FDCISDMCD_OO()29)
25 26 27 | | 31 32 33 34 35 39 40

IMGPR_plasmid_3300053491 027716:19,624-40,814 (+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (ILPMNJNJ_00039)
Microcin C7 self-immunity protein MccF (ILPMNJNJ_00041)
Diaminopimelaté decarboxylase (ILPMNJNJ_00040)
36 37 38 | | 42 43 44 45 46

IMGPR_plasmid_2541047750_000001: 24,569-45,181 (+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (HCOFHKHO_00004)
Microcin C7 self-immunity protein MccF (HCOFHKHO_00002)
DiaminopimeIate‘decarboxylase (HCOIT'—HKHO,OOOOB)
7 6 5 \ | 1 53 52 51 50 45

IMGPR_plasmid_3300029066_000006: 1-11,904 (-); 36,331-45,716 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (NLGNPHNJ_00009)
Microcin C7 self-immunity protein MccF (NLGNPHNJ_00007)
Diaminopimelaté decarboxylase (NLGNPHNJ_OOOOS)
12 11 10 \ \ 6 5 4 3 2 1 Pl protein (NLGNPHNJ_00047)

IMGPR_plasmid_2541047779_000001: 1-17,402 (-); 39.637-45,717 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (PKLDNAPB_00026)
Microcin C7 self-immunity protein MccF (PKLDNAPB_00024)
Diaminopimelaté decarboxylase (PKLDNAPB_00025)
35 34 30 29 28 27 \ \ 23 22 21 20 19 18

IMGPR_plasmid_2563366922_000005: 5,834-30,129 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KPLEMEGP_00034)
Microcin C7 self-immunity protein MccF (KPLEMEGP_00036)
Diaminopimelaté decarboxylase (KPLEMEGP,OOO35)
30 31 32 33 | | 37 38 39 40 41 42

IMGPR_plasmid_2541047691_000008: 15,597-40,925 (+)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JLIHJIEG_00003)
Microcin C7 self-immunity protein MccF (JLIHJIEG_00001)
Diaminopimelafe decarboxylase (JLIHJIEG_00002)
6 5 4 | | 47

IMGPR_plasmid_2778261674_000015: 1-10,860 (-); 36,273-40,690 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JEGCEEJJ_00040)
Microcin C7 self-immunity protein MccF (JEGCEEJJ_00042) 1521 family transposase ISPpu7 (JEGCEEJJ_00048)
Diaminopimelafe decarboxylase (JEGCEEJJ_00041) DrmD_00013 DrmD (JEGCEEJJ_00047)
37 38 39 | | 43 44 45 46 | 49 54 5556

COD—— 5 O T KOE—CETE—aH OBCDd

IMGPR _plasmid_2571042636_000005: 25,022-48,569 (+)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EKAHBLAM_00048)
Microcin C7 self-immunity protein MccF (EKAHBLAM_00050)
Diaminopimelaté decarboxylase (EKAHBLAM_00049)
45 46 47 | | 51 52 53 54 55

IMGPR_plasmid_3300000292_000005: 29,382-46,126 (+); 1-4,271 (+)

Tn3 family transposase ISNpu13 (DDBEIHNG_00015)
21 20 19 18 17 16 14

IMGPR _plasmid 2651869702 _000001:4,484-20,872 (-)
Transposon gamma-delta resolvase (PDIEMBMF_00002)
Tn3 family transposase ISEc63 (PDIEMB‘I\W{OOOOS)
4 | 1 53 52 5150

—-EKE-CHDDL H3d

IMGPR_plasmid_254104773%_000007: 1-9,774 (-); 34,274-40,736 (-)
Transposon Tn3 resolvase (KKCFNBBD_00002)
Beta-lactamase TEM (KKCFNBBD_OOOOi)

AL

Tn3 famil\/ transposase Tn2 (KKCFNBBD_00003)
| 4 5 67

51
IMGPR plasmid 2563366985 000001: 34,893-38,707 (+); 1-11,394 (+)
36 37 38 3940

IMGPR_plasmid_2740892031_000006: 23,017-33,175 (+)
8 7 6 54

IMGPR_plasmid_3300029610_000009: 422-8,642 (-)

Transposon Tn3 resolvase (MECLHBAL_00045)
Beta-lactamase TEM (MECLHBAL_00044)

iRl

Tn3 famiiy transposase Tn2 (MECLHBAL_00046)
43 | 47 48 4950 51

IMGPR plasmid 2571042723 000009: 27,303-38,675 (+); 1-5,996 (+)
11 12 13 14 1516

IMGPR_plasmid_2713896919_000001: 3,990-14,148 (+)
40 41 42 43 4445

IMGPR plasmid_2724679270_000001: 26,153-33,778 (+); 1-4,852 (+)
NLR _like bBNACHTO1_NLR like bNACHTO1 (AOIHNHKK_00032)
38 3736 313029 28 27 26 2524 23 22 2120

BOL O D ODH-EH-E—IEHNEEHHDE Had

IMGPR plasmid 2778261067 000010: 8,195-27,370 ()
DS-33_DS-33 (LIDPANHA 00001)
48 49 50 2

EO-GEldc @i hHaEd

I
IMGPR_plasmid_2531839580_000008: 31,476-36,624 (+); 1-6,332 (+)
DS-33_DS-33 (FCILPICM_00045)

46
43 44 Ta7

- —)-G—EDDDEAC —

IMGPR_plasmid_2711768003_000005: 28,314-35,254 (+); 1-6,083 (+)
Cyclase_00036 oligonucleotide-cyclase (MFKPDLGF_00011)
1S481 family transposase ISKpn28 (MFKPDLGF_00010)
Effector_00033 2TM (MFKPDLGF_00012)
DS-33_DS-33 (MFKPDLGF_00013)
15 14 I 9

e d
IMGPR _plasmid_3300053491 021483:2,211-16,642 (-)
Cyclase_00036 oligonucleotide-cyclase (NHAJAFED_00013)
15481 family transposase ISKpn28 (NHAJAFED_00014)
Effector_00033 2TM (NHAJAFED_OOOIZ)
DS-33_DS-33 (NHAJAFED_00011)
9 10 | | 15

IMGPR _plasmid_3300028981_000004: 2,655-17,086 (+)
Cyclase_00036 oligonucleotide-cyclase (PMPECKDN_00001)
Effector_00033 2TM (PM PEC KDN_00002)
DS-33_DS-33 (PMPECKDN_00003)
5 4 \ | 49

- - — DD >&d

e E—
IMGPR_plasmid_3300053491_021467:1-8,322 (-); 34,775-39.787 (-)

Cyclase_00036 oligonucleotide-cyclase (MLEELECD_00003)
Effector_00033 2TM (MLEELECD_00002)
DS-33_DS-33 (MLEELECD_00001)
50 51 52 \ \ 4

-G i — OO0 3ad

N
IMGPR _plasmid_2545824707_000004: 33,122-38,198 (+); 1-8,751 (+)
Cyclase_00036 oligonucleotide-cyclase (OADJHNLI_00037)
Effector_00033 2TM (OADJHNLI_00036)

35
32 33  34] 38

IMGPR_plasmid_2648501694_000001: 21,384-34,460 (+)
Cyclase_00036 oligonucleotide-cyclase (FGANCDEK_00024)
Effector_00033 2TM (FGANCDEK_00025)
DS-33_DS-33 (FGANCDEK_00026)
28 27 | | 23

D PG F-aie T — )DL )dd

I
IMGPR _plasmid_2548877046_000003: 10,916-27,679 (-)
Cyclase_00036 oligonucleotide-cyclase (FDIKLGLB_00035)
Effector_00033 2TM (FDIKLGLB_00034)
DS-33_DS-33 (FDIKLGLB_00033)
31 32 | | 36

P -GN -l T —)-@HDP H)3d

I
IMGPR_plasmid_2541047645_000003: 15,824-32,587 (+)
Cyclase_00036 oligonucleotide-cyclase (FMKKOAMO_00029)
Effector_00033 2TM (FMKKOAMO_00030)
DS-33_DS-33 (FMKKOAMO_00031)
33 32 | | 28

PO T OD-EENC KIE — DD XEEC ——

I I
IMGPR_plasmid_2548877055_000002: 13,173-32,296 (-)
COG0640 Csa3_1_CAS-I-II-lII-IV-V-VI (GJCLIMIC_00041)
1S6 family transposase 1S15 (GJCLJMIC_00035)
1S6 family transposase 1S15 (GJCLJMIC_00036)
Transpbsonﬁesolvase (GJCLJMIC_00038)
Tn3 family transposase Tn2 (GJCLJMICL00034)
DS-33_DS-33 (GJCLIMIC_00033) Beta-lactamase TEM (GJCLIJMIC_00039)
31 32 | | 37 | 40 | 42 1SL3family transposase ISPst2 (GJCLIMIC_00043)

— -
IMGPR_plasmid_2897323262_000002: 20,624-39,567 (+)

Microcin J25 (GNELDDHE_00031)
DS-33_DS-33 (GNELDDHE_00033)
35 34 32 30 29 ABC transporter (VF0818) (GNELDDHE_00028)
PO - ——HBESE OO HA&d
IMGPR _plasmid_3300029653 000006: 14,119-33,741 (-)

PDC-528_WP_215557142.1 (OCDEKLHN_00004)
5 3 2

—
IMGPR_plasmid_2744054938_000001: 1-13,591 (-); 32,239-34,768 (-)

DS-33_DS-33 (KAMBILLO_00040) 29
2 M0 39 38 37 36 35 34 33 32 3130 28

EEED-&imc )T E—@d@ - @@ —a@Hoot Ha&d

—
IMGPR plasmid 2548876964 000007: 15,674-37,630 ()
3938 37 3635 34 28

IMGPR_plasmid_2541047727_000003: 18,886-32,636 (-)
Putative transposon Tn552 DNA-invertase bin3 (PIFHJPJI_00037)
Pl protein (PIFHJPJI_00043)

IMGPR_plasmid_3300029253_000012: 22,685-31,310 (+); 1-1,106 (+)

NLR_like_bNACHTO1_NLR_like_bNACHTO1 (DLNOGBAA_00016)
1S110 family transposase 151618 (DLNOGBAA_00012)
DS-27__DS-27 (DLNOGBAA _00020) 15 14 13 11 5

I I
IMGPR _plasmid_3300053491_021513:1,966-20,721 (-
NLR _like bNACHTO1_NLR like bNACHTO1 (EOLJIIFG_00013)
14 15 16
EP0C el O -&— )@@ OPUDH&d
IMGPR plasmid_3300029711.000012: 5,405-22,790 (+)
NLR_like_bNACHTO1_NLR like bNACHTO1 (JDFGAGHJ_00021)

IMGPR_plasmid_3300053491 017306: 12,875-30,261 (+)

NLR_like_bNACHTO1_NLR_like_bNACHTO1 (HGDLFDLG_00031)
32 33 34 35 36 37 38 44

— E—
IMGPR_plasmid_3300053491_025964:16,515-37,491 (+)

NLR_like_bNACHTO1_NLR like bNACHTO1 (KENEGBBK_00040) UG3_8_SLATT (KENEGBBK_00033)
39 38 37 36 35 34 32 31 30 29

—
IMGPR _plasmid_2639762873_.000002: 13,890-37,828 (-)

Colicin V secretion protein CvaA (JAPBOANE_00008)
RtxA (VF0482) (JAPBOANE_00007)
Microcin E492 (J@BOANE_OOOO*?) 6 5 4 3 2 1

BOC O I K E——@ D aEd

IMGPR_plasmid_3300053491 023107:1-17,191 (-); 36,811-41,781(-)

Cyclase_00036 oligonucleotide-cyclase (GCIAHBMB_00039) Transposon Tn3 resolvase (GCIAHBMB_00033)
Effector_00033 2TM (GCIAHBMB_00040) Beta-lactamase TEM (GCIAHBMB_00032)
DS-33_DS-33 (GCIAHBMB_00041) Tn3 family transposase Tn2 (GCIAHBMB_00034)
43 42 | | 38 37 36 35 | | 3130 25

— e ——
IMGPR_plasmid_2541047738_000002: 15,924-43,281 (-)

Cyclase_00036 oligonucleotide-cyclase (CNCBJFOL_00025)
Effector_00033 2TM (CNCBJFOL_00024)
DS-33_DS-33 (CNCBJFOL_00023)
21 22 | | 26 27 28 29 30 31

— —
IMGPR_plasmid_2541047473_000002: 12,860-35,283 (+)

Cyclase_00036 oligonucleotide-cyclase (KCAEFMOJ_00015)
Effector_00033 2TM (KCAEFMOJ_00016)

DS-33_DS-33 (KCAEFMOJ_00017) 1S4 family transposase ISVsa5 (KCAEFMOJ_00010)
2019 18 \ \ 14 13 12 11 9 8 1S1 family transposase IS1R (KCAEFMOJ_00003)
I N

IMGPR_plasmid_2630968936_000002: 127-24,060 (-)
DS-33_DS-33 (GHCDEHDH_00036)
38 37 35 34 33 32 31

Y Vel i — T KG—G—@ D 0D-ad

IMGPR_plasmid_2537562220_000005: 16,968-37,156 (-)

DS-33__DS-33 (LGHEJMPD_00002)

47 48 1 3 4 5 6 7
B0 PO-&E—EC — ) CKEG—E—@H DDA
IMGPR_plasmid_2545824710_000003: 31,883-39,862 (+); 1-13,861 (+)

DS-33_DS-33 (DLHOGFOE_00017)
16 18 19 2021 22

D0 CIEmD-aamdc— @ aEad—@&—@ o ib-ad

IMGPR_plasmid_2537562222_000003: 5,910-26,098 (+)

DS-33_DS-33 (DGHHOBFA_00048)
2 1 47 46 45 44 43

3 B
B0 O-&lEd—C — T KK—E—@&EOB0D-ad
IMGPR_plasmid_2537562219_000003: 1-8,639 (-); 26,661-39,697 (-)
DS-33_DS-33 (NOBFGLLK_00039)
Protein VirD4 (NOBFGLLK_00048) 41 40 38 37 36 35 34
0 PD{En-&ame —— ) K E——EOO0BD-aA
IMGPR_plasmid_2537562221_000005: 1-1,941 (-); 19,963-39,644 (-)

DS-33_DS-33 (KHEFDAMI_00039)
41 40 38 36 35 28

B K_—-@EHBIDL T H>&EC —~0

—
IMGPR_plasmid_2558860471_000003: 19,637-31,579 (-)
9 10

PO K —""-CHDD L A ——D

—
IMGPR_plasmid_2609460031_000003: 1,381-13,323 (+)

I
IMGPR plasmid_642914201_000001: 19,719-31,451 (+)
PDC-528 WP_215557142.1 (OPJPFDIM_00044)
45 1 3 4

mh—C )< H-EHBNTODDEA

I
IMGPR _plasmid_2778261215 000002: 29,207-35,892 (+); 1-5,965 (+)
11 10 7 65 4

IMGPR plasmid_3300014625_ 000004: 1,604-12,557 ()
UG3_8_SLATT (AOODNIGK_00038)
DS-33_DS-33 (AOODNIGK_00045) 37
47 46 44 43 4241 40 39 Tae

ED)-@C —@H-¢@E o Ea——a{ O HHad

I —
IMGPR_plasmid 2597490268 000001: 20,465-37,870 ()
33 32 31 30 29 2827

IMGPR_plasmid_2778261070_000003: 12,445-27,290 (-)
NLR_like_bNACHTO1_NLR_like_bNACHTO1 (DFKNGPGJ_00004)
45 5 6 7 8 9 10 DS-24_DS-24 (DFKNGPGJ_00011)

DR HEp T O pE——@ T Ho¢@—a@H O — Had

I I —
IMGPR _plasmid_2744055116_000001: 35,046-38,913 (+); 1-17,257 (+)
1S1 family transposase IS1A (MDAPMOFD_00032)
30 31 [ 33

I
IMGPR_plasmid_2737471850_000003: 16,765-28,907 (+)
} 10000 nt i

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




