
IMGPR_plasmid_3300014803_000034: 37,334-47,108 (+)

46 47
RosmerTA__RmrA_2600853143 (HLKLKJEO_00048)

49

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (HLKLKJEO_00050)
Cation efflux system protein CusC (HLKLKJEO_00051)

RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (HLKLKJEO_00052)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (HLKLKJEO_00053)

IMGPR_plasmid_3300014548_000048: 219-11,476 (-)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (COJCMNBK_00001)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (COJCMNBK_00002)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (COJCMNBK_00003)
Cation efflux system protein CusC (COJCMNBK_00004)

IMGPR_plasmid_3300014961_000123: 43,876-54,635 (+)

Cation efflux system protein CusC (JONLGFFD_00057)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (JONLGFFD_00058)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (JONLGFFD_00059)

Undecaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase (JONLGFFD_00060)

IMGPR_plasmid_3300014560_000037: 44,335-55,019 (+)

Outer membrane protein OprM (DEEKHNOI_00058)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (DEEKHNOI_00059)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (DEEKHNOI_00060)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (DEEKHNOI_00061)

IMGPR_plasmid_3300029783_000089: 256-10,451 (-)

1

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (OBCEGOIO_00002)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (OBCEGOIO_00003)
Cation efflux system protein CusC (OBCEGOIO_00004)

IMGPR_plasmid_3300029417_000060: 39,958-50,216 (+)

Outer membrane protein OprM (OMLFCFEF_00053)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (OMLFCFEF_00054)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (OMLFCFEF_00055)

56

IMGPR_plasmid_3300030422_000013: 45,519-54,094 (+)

Cation efflux system protein CusC (FEBCNKIA_00057)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (FEBCNKIA_00058)

IMGPR_plasmid_3300023499_000078: 22-10,424 (-)

1

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (BMHIGAEK_00002)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (BMHIGAEK_00003)
Cation efflux system protein CusC (BMHIGAEK_00004)

IMGPR_plasmid_3300008513_000064: 31,555-41,957 (+)

Cation efflux system protein CusC (NDDJCBOD_00044)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (NDDJCBOD_00045)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (NDDJCBOD_00046)

47

IMGPR_plasmid_3300014824_000140: 39,602-52,184 (+)

Cation efflux system protein CusC (LCHGMAOE_00053)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (LCHGMAOE_00054)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (LCHGMAOE_00055)

56 tet_protect_Q-NCBIFAM tetracycline resistance ribosomal protection protein Tet(Q) (NF012154.0) (LCHGMAOE_00057)

IMGPR_plasmid_3300029549_000050: 109-9,889 (-)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (ODKKGKJN_00001)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (ODKKGKJN_00002)

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (ODKKGKJN_00003)

IMGPR_plasmid_3300030087_000012: 14-6,951 (-)

AcrAB (VF0568) (HKMLHMNL_00001)
Cation efflux system protein CusC (HKMLHMNL_00002)

IMGPR_plasmid_3300030030_000051: 37,286-45,087 (+)

Cation efflux system protein CusC (FEFPLNKN_00051)
AcrAB (VF0568) (FEFPLNKN_00052)

IMGPR_plasmid_3300030244_000010: 42-6,061 (-)

Efflux pump membrane transporter BepG (MPBIPHDA_00001)
Cation efflux system protein CusC (MPBIPHDA_00002)

IMGPR_plasmid_3300029476_000106: 56-4,950 (-)

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (MCONOCKH_00001)

IMGPR_plasmid_3300029136_000071: 35,419-40,313 (+)

efflux_OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NF033142.1) (PINAFMFI_00049)

IMGPR_plasmid_3300029234_000111: 43-4,613 (-)

Cation efflux system protein CusC (FMEEMHEH_00001)

IMGPR_plasmid_3300029195_000067: 20-4,347 (-)

1

IMGPR_plasmid_3300014712_000021: 41,722-48,083 (+)

IS1380 family transposase ISBaov1 (KIDOHFAP_00054)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (KIDOHFAP_00055)

IMGPR_plasmid_3300019845_000004: 168-18,230 (-)

IS30 family transposase IS4351 (FOMJJHEH_00001)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (FOMJJHEH_00002)

bla_class_D_main-NCBIFAM class D beta-lactamase (NF012161.0) (FOMJJHEH_00003)

ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NF033387.1) (FOMJJHEH_00004)

Tyrosine recombinase XerD (FOMJJHEH_00005)
6

Adaptive-response sensory-kinase SasA (FOMJJHEH_00007)
IS30 family transposase IS4351 (FOMJJHEH_00008)

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (FOMJJHEH_00009)

RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (FOMJJHEH_00010)

Cation efflux system protein CusC (FOMJJHEH_00011)

IMGPR_plasmid_3300029582_000067: 113-10,384 (-)

erm_F_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(F) (NF012223.0) (PBNFFJFK_00001)

bla_class_D_main-NCBIFAM class D beta-lactamase (NF012161.0) (PBNFFJFK_00002)
ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NF033387.1) (PBNFFJFK_00003)

Tyrosine recombinase XerD (PBNFFJFK_00004)
5

Adaptive-response sensory-kinase SasA (PBNFFJFK_00006)

IMGPR_plasmid_3300007296_000034: 42-5,533 (-)

12
IS1380 family transposase ISBaov1 (MJLMLAFA_00003)

4

IMGPR_plasmid_3300029904_000065: 72-4,279 (-)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (GGKBAAKN_00001)6

IMGPR_plasmid_3300029178_000035: 33,247-37,454 (+)

Glutamine--fructose-6-phosphate aminotransferase [isomerizing] (FJOELPEA_00047)

IMGPR_plasmid_3300029522_000076: 28-28,179 (-)

1234567891011121314

Putative fimbrium subunit Fim1C (IPIEBCDE_00015)

1617
Tyrosine recombinase XerC (IPIEBCDE_00018)

19

RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (IPIEBCDE_00020)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (IPIEBCDE_00021)

Cation efflux system protein CusC (IPIEBCDE_00022)

IMGPR_plasmid_3300029483_000064: 42,419-71,365 (+)

Cation efflux system protein CusC (NHFEHKHO_00056)

RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (NHFEHKHO_00057)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (NHFEHKHO_00058)

59
Tyrosine recombinase XerC (NHFEHKHO_00060)

61 62

Putative fimbrium subunit Fim1C (NHFEHKHO_00063)

64 65 66 67 68 69 70 71 72 73 74 75 76 mads_8 (NHFEHKHO_00077)

IMGPR_plasmid_3300029884_000053: 45,297-76,153 (+)

Cation efflux system protein CusC (JDAALPGN_00058)

RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NF000037.1) (JDAALPGN_00059)
RND_adapt_MexA-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit MexA (NF033834.1) (JDAALPGN_00060)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (JDAALPGN_00061)
Undecaprenyl-phosphate alpha-N-acetylglucosaminyl 1-phosphate transferase (JDAALPGN_00062)

63
Tyrosine recombinase XerC (JDAALPGN_00064)

65 66

Putative fimbrium subunit Fim1C (JDAALPGN_00067)

68 69 70 71 72 73 74 75 76 77 78 79 80 81

IMGPR_plasmid_3300029604_000110: 39,309-47,967 (+)

Cation efflux system protein CusC (LDIAHEGP_00053)
54

55

chrB-NCBIFAM 23S rRNA (guanine(748)-N(1))-methyltransferase ChrB (NF000488.1) (LDIAHEGP_00056)

57

UDP-N-acetylglucosamine 1-carboxyvinyltransferase 1 (LDIAHEGP_00058)

Dual-specificity RNA methyltransferase RlmN (LDIAHEGP_00059)

IMGPR_plasmid_3300029535_000051: 64-5,483 (-)

Cation efflux system protein CusC (LCLHDNGO_00001)67

IMGPR_plasmid_3300029653_000064: 53-8,505 (-)

1

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (PAMMDBCE_00002)

cd09641 CAS-I; (PAMMDBCE_00003)
4567

IS1380 family transposase ISBaov1 (PAMMDBCE_00008)

IMGPR_plasmid_3300029115_000085: 142-8,148 (-)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (DNFNHHPB_00001)
cd09641 CAS-I; (DNFNHHPB_00002)

3456

IS1380 family transposase ISBaov1 (DNFNHHPB_00007)

IMGPR_plasmid_3300029503_000065: 40,952-49,042 (+)

IS1380 family transposase ISBaov1 (HPKFDMEI_00056)

57
58 59

cd09641 CAS-I; (HPKFDMEI_00060)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (HPKFDMEI_00061)

IMGPR_plasmid_3300029355_000102: 956-7,172 (-)

1234
IS1380 family transposase ISBaov1 (BGEEEDKO_00005)

IMGPR_plasmid_3300030438_000112: 30,232-36,448 (+)

IS1380 family transposase ISBaov1 (BIGOPKJG_00040)
41

42
43

44

IMGPR_plasmid_3300029354_000075: 374-7,737 (-)

cd09641 CAS-I; (AHKGDMOA_00001)2345
IS1380 family transposase ISBaov1 (AHKGDMOA_00006)

IMGPR_plasmid_3300029558_000062: 34,568-43,327 (+)

IS1380 family transposase ISBaov1 (OFIFEPDK_00046)

47
48 49

IS1380 family transposase IS614B (OFIFEPDK_00050)

51

IMGPR_plasmid_3300008571_000076: 49,432-58,905 (+)

IS1380 family transposase ISBaov1 (MFDNBFHP_00061)

62
63 64

cd09641 CAS-I; (MFDNBFHP_00065)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (MFDNBFHP_00066)

67 68

IMGPR_plasmid_3300029346_000059: 37,980-48,657 (+)

IS1380 family transposase ISBaov1 (HKPKJJHJ_00051)

52
53 54

cd09641 CAS-I; (HKPKJJHJ_00055)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (HKPKJJHJ_00056)
putative N-acetyltransferase YvbK (HKPKJJHJ_00057)

58
Adenine deaminase (HKPKJJHJ_00059)

IMGPR_plasmid_3300014566_000033: 39,327-49,549 (+)

IS1380 family transposase ISBaov1 (EDBMLAPM_00053)

54
55 56

cd09641 CAS-I; (EDBMLAPM_00057)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EDBMLAPM_00058)

5960 macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (EDBMLAPM_00061)

IMGPR_plasmid_2574180082_000001: 41,213-53,710 (+)

IS1380 family transposase ISBaov1 (OAPKBCEF_00055)

56
57 58

cd09641 CAS-I; (OAPKBCEF_00059)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (OAPKBCEF_00060)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (OAPKBCEF_00061)

62
putative ABC transporter ATP-binding protein YbiT (OAPKBCEF_00063)

64

IMGPR_plasmid_3300029752_000081: 29,978-40,919 (+)

IS1380 family transposase ISBaov1 (PFLBFDKI_00039)

40
41 42

cd09641 CAS-I; (PFLBFDKI_00043)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (PFLBFDKI_00044)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (PFLBFDKI_00045)

46 putative ABC transporter ATP-binding protein YbiT (PFLBFDKI_00047)

IMGPR_plasmid_3300029407_000074: 299-11,240 (-)

putative ABC transporter ATP-binding protein YbiT (KBFCGIOE_00001)2

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (KBFCGIOE_00003)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KBFCGIOE_00004)

cd09641 CAS-I; (KBFCGIOE_00005)
6789

IS1380 family transposase ISBaov1 (KBFCGIOE_00010)

IMGPR_plasmid_3300029764_000082: 44,091-54,054 (+)

IS1380 family transposase ISBaov1 (HLEEIKDF_00057)

58
59 60

cd09641 CAS-I; (HLEEIKDF_00061)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (HLEEIKDF_00062)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (HLEEIKDF_00063)

64

IMGPR_plasmid_3300029406_000049: 29,365-38,833 (+)

IS1380 family transposase ISBaov1 (JPPJJJMI_00037)

38
39 40

cd09641 CAS-I; (JPPJJJMI_00041)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JPPJJJMI_00042)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (JPPJJJMI_00043)

IMGPR_plasmid_3300029393_000119: 42,039-54,449 (+)

IS1380 family transposase ISBaov1 (KJFABCOI_00055)

56
57 58

cd09641 CAS-I; (KJFABCOI_00059)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KJFABCOI_00060)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (KJFABCOI_00061)

62

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (KJFABCOI_00063)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (KJFABCOI_00064)

IMGPR_plasmid_3300029788_000086: 39,532-53,382 (+)

IS1380 family transposase ISBaov1 (FNHKCJNF_00053)

54
55 56

cd09641 CAS-I; (FNHKCJNF_00057)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FNHKCJNF_00058)
erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (FNHKCJNF_00059)

60
putative ABC transporter ATP-binding protein YbiT (FNHKCJNF_00061)

62 63 64

IMGPR_plasmid_3300039380_000037: 46,906-59,950 (+)

IS1380 family transposase ISBaov1 (JPEBHOHG_00061)

62
63 64

cd09641 CAS-I; (JPEBHOHG_00065)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JPEBHOHG_00066)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (JPEBHOHG_00067)

68
69

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (JPEBHOHG_00070)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (JPEBHOHG_00071)

IMGPR_plasmid_3300014791_000034: 37,835-53,175 (+)

IS1380 family transposase ISBaov1 (EENIJABM_00052)

53
54 55

cd09641 CAS-I; (EENIJABM_00056)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EENIJABM_00057)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (EENIJABM_00058)

59

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (EENIJABM_00060)
macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (EENIJABM_00061)

IS1380 family transposase IS612 (EENIJABM_00062)
63

IMGPR_plasmid_3300039378_000062: 287-13,331 (-)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (ODOAOEPA_00001)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (ODOAOEPA_00002)

34

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (ODOAOEPA_00005)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (ODOAOEPA_00006)

cd09641 CAS-I; (ODOAOEPA_00007)

8910
11

IS1380 family transposase ISBaov1 (ODOAOEPA_00012)

IMGPR_plasmid_3300029494_000114: 117-13,160 (-)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (BBBEPDBE_00001)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (BBBEPDBE_00002)

3

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (BBBEPDBE_00004)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (BBBEPDBE_00005)

cd09641 CAS-I; (BBBEPDBE_00006)
78910

IS1380 family transposase ISBaov1 (BBBEPDBE_00011)

IMGPR_plasmid_3300023493_000098: 103-11,626 (-)

ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (FNLGEMNH_00001)2

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (FNLGEMNH_00003)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FNLGEMNH_00004)

cd09641 CAS-I; (FNLGEMNH_00005)
6789

IS1380 family transposase ISBaov1 (FNLGEMNH_00010)

IMGPR_plasmid_3300029334_000085: 9-15,637 (-)

Efflux pump membrane transporter BepG (JJLLKFBO_00001)
Cation efflux system protein CusC (JJLLKFBO_00002)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (JJLLKFBO_00003)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (JJLLKFBO_00004)

5

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (JJLLKFBO_00006)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (JJLLKFBO_00007)

cd09641 CAS-I; (JJLLKFBO_00008)

9
10

11
12

IS1380 family transposase ISBaov1 (JJLLKFBO_00013)

IMGPR_plasmid_3300029493_000107: 45-17,435 (-)

AcrAB (VF0568) (FBCDHPMP_00001)
Cation efflux system protein CusC (FBCDHPMP_00002)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (FBCDHPMP_00003)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (FBCDHPMP_00004)

5

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (FBCDHPMP_00006)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FBCDHPMP_00007)

cd09641 CAS-I; (FBCDHPMP_00008)

9
10

11
12

IS1380 family transposase ISBaov1 (FBCDHPMP_00013)

IMGPR_plasmid_3300029777_000087: 38-15,339 (-)

Efflux pump membrane transporter BepG (LAAPFEDG_00001)
Cation efflux system protein CusC (LAAPFEDG_00002)

macrolide_MefA-NCBIFAM macrolide efflux MFS transporter Mef(A) (NF000245.1) (LAAPFEDG_00003)
ABCF_Msr_all-NCBIFAM Msr family ABC-F type ribosomal protection protein (NF000168.2) (LAAPFEDG_00004)

5

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (LAAPFEDG_00006)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (LAAPFEDG_00007)

cd09641 CAS-I; (LAAPFEDG_00008)

9
10

11
12

IS1380 family transposase ISBaov1 (LAAPFEDG_00013)

IMGPR_plasmid_3300029248_000045: 41,721-59,436 (+)

IS1380 family transposase ISBaov1 (EDAAGKND_00056)

57
58 59

cd09641 CAS-I; (EDAAGKND_00060)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EDAAGKND_00061)

62 63
64

IS66 family transposase ISSwo2 (EDAAGKND_00065)

66
67

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (EDAAGKND_00068)
Vat_ABCDEFH-NCBIFAM Vat family streptogramin A O-acetyltransferase (NF000311.1) (EDAAGKND_00069)

Cation efflux system protein CusC (EDAAGKND_00070)

AcrAB (VF0568) (EDAAGKND_00071)

IMGPR_plasmid_2919928152_000008: 30-13,991 (-)

AcrAB (VF0568) (LHDGGHLN_00001)

2,3,4,5-tetrahydropyridine-2,6-dicarboxylate N-acetyltransferase (LHDGGHLN_00002)

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (LHDGGHLN_00003)

456

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (LHDGGHLN_00007)

cd09641 CAS-I; (LHDGGHLN_00008)

9
10

11
12

IS1380 family transposase ISBaov1 (LHDGGHLN_00013)

IMGPR_plasmid_3300029028_000030: 39,621-51,238 (+)

IS1380 family transposase ISBaov1 (EPHBAMKC_00053)

54
55 56

cd09641 CAS-I; (EPHBAMKC_00057)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (EPHBAMKC_00058)

59 60
61

rRNA adenine N-6-methyltransferase (EPHBAMKC_00062)

IS1380 family transposase IS612B (EPHBAMKC_00063)

IMGPR_plasmid_3300029408_000079: 341-9,107 (-)

123456
IS1380 family transposase ISBaov1 (LDDHHOPI_00007)

IMGPR_plasmid_3300029888_000064: 74-19,797 (-)

1

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (IHHCMJNF_00002)

ANT_6-NCBIFAM aminoglycoside 6-nucleotidyltransferase (NF033084.2) (IHHCMJNF_00003)
sat4-NCBIFAM streptothricin N-acetyltransferase Sat4 (NF000360.1) (IHHCMJNF_00004)

IS5 family transposase IS1169 (IHHCMJNF_00005)

APH_3p_IIIa-NCBIFAM aminoglycoside O-phosphotransferase APH(3')-IIIa (NF033064.0) (IHHCMJNF_00006)

COG2378 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (IHHCMJNF_00007)

WYL_I_II_III_IV_V_VI_4 (IHHCMJNF_00008)
910

IS21 family transposase IS232 (IHHCMJNF_00011)
IS21 family transposase IS232 (IHHCMJNF_00012)

13

IS3 family transposase ISBce13 (IHHCMJNF_00014)

15

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (IHHCMJNF_00016)

cd09641 CAS-I; (IHHCMJNF_00017)

18
19

20
21

IS1380 family transposase ISBaov1 (IHHCMJNF_00022)

IMGPR_plasmid_2731957552_000005: 214-14,248 (-)

1

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (GMAPLNIB_00002)

34
IS66 family transposase ISSwo2 (GMAPLNIB_00005)

678

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (GMAPLNIB_00009)

cd09641 CAS-I; (GMAPLNIB_00010)

1112
13

IS1380 family transposase ISBaov1 (GMAPLNIB_00014)

1819

IMGPR_plasmid_2731957551_000005: 193-14,229 (-)

1

erm_A_23S_MT-NCBIFAM 23S rRNA (adenine(2058)-N(6))-methyltransferase Erm(A) (NF012222.1) (KDMOJNFH_00002)

rRNA adenine N-6-methyltransferase (KDMOJNFH_00003)

45
IS66 family transposase ISSwo2 (KDMOJNFH_00006)

789

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (KDMOJNFH_00010)

cd09641 CAS-I; (KDMOJNFH_00011)

1213
14

IS1380 family transposase ISBaov1 (KDMOJNFH_00015)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)


