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agmEecT T HD—@HD-bi )

IMGPR_plasmid_3300014549_000018: 202-9,927 (+)
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CBASS__AG_E1_ThiF ThiF family (FAPMJGNC_00007)

Thiamine-phosphate synthase (FAPMJGNC_00008)
Thiamine-phosphate synthase (FAPMJGNC_00003)
Phosphomethylpyrimidine synthase (FAPMJGNC_00005)
| 2-iminoacetate synthase (FAPMJGNC_00006)
Thiazole synthase (FAPMJGNC_00004)
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