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IMGPR _plasmid_3300007288_000034: 51-4,427 (+)
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IMGPR _plasmid_7000000178_000020: 21-4,373 (+)
64 63 62

IMGPR_plasmid_3300029542_000070: 57,750-64,894 (-)
1 2 3

IMGPR _plasmid_3300029527_000037: 633-7,777 (+)
Transcription antitermination protein RfaH (IEFALOOP_00002)
1 34 5
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IMGPR_plasmid_3300029465_000061: 123-8,410 (+)
Pyruvate, phosphate dikinase (FOLHLEPL_00069)
68 67 66 65 64 63 62 6160 59
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IMGPR_plasmid_3300029329_000082: 52,989-70,337 (-)
1 2 3 4 5 6 7 89 10

IMGPR_plasmid_3300029760_000085: 407-15,012 (+)
Ribosomal large subunit pseudouridine synthase D (LBPCJCBN_00078)
23S rRNA (uracil-C(5))-methyltransferase RImCD (LBPCJCBN_00077)
Pyruvate, phosphate dikinase (LBPCJCBN_00076)
\ 75 74 73 72 71 70 69 6867 66
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IMGPR _plasmid_3300029126_000128: 64,682-84,816 (-)
Ribosomal large subunit pseudouridine synthase D (LPEDHMLI_00073)

23S rRNA (uracil-C(5))-methyltransferase RImCD (LPEDHMLI_00072)
Methionine aminopeptidase (LPEDHMLI_00076)
drt-cluster433 DRT (LPEDHMLI_00077) Pyruvate, phosphate dikinase (LPEDHMLI_00071)
| 75 74 | 70 69 68 67 66 65 64 6362
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IMGPR_plasmid_3300029330_000084: 54,248-78,776 (-)
[ 9000 nt 1
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