Single-stranded DNA-binding protein (OOKIAKKF_00053)
ShosTA__ShosT (OOKIAKKF_00052)
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IMGPR plasmid_3300029335_000021: 35,849-42,725 (+)
Single-stranded DNA-binding protein (HBGAKEBP_00027)
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DNA-binding protein HRL53 (KKFKNDBP_00007)
Protein UmuD (KKFKI\TDBP,OOOOS)
Single-stranded DNA-binding protein (KKFKNDBP_00039) Protein UmuC (KKFKNDBP_00004)
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IMGPR_plasmid_3300029431_.000025: 28,505-35,655 (+); 1-7,256 (+)

Carbohydrate acetyl esterase/feruloyl esterase (EGAJENKO_00049)
Carbohydrate acetyl esterase/feruloyl esterase (EGAJ ENK6_00046)
Sigma L (VF0855) (EGAJENKO_00042)  SusD-like protein P25 (EGAJENKO_00045)
Single-stranded DNA-binding protein (EGAJENKO_00033) "fgnB-dependent receptor P3 (EGAJENKO_00044)
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IMGPR_plasmid_2791355229_000002: 25,384-48,710 (+)
Single-stranded DNA-binding protein (GHFFOFOO_00005)
anti-CRISPR-Cas (AcrllA9) (GHFFOFOO_00002)
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\MGPpr\asmid7330ﬁ97%7000040: 498-8,443 (-)
Single-stranded DNA-binding protein (EDHCAGBA_00032)
anti-CRISPR-Cas (AcrllA9) (EDHCAGBA_00035)
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IMGPR_plasmid_3300008520_000011: 22,088-29,516 (+)
Single-stranded DNA-binding protein (ACFHJKIH_00048)
anti-CRISPR-Cas (AcrlIA9) (ACFHJKIH_00050)
Single-stranded DNA-binding protein (ACFHJKIH,OOO45) PDC-S27_WP_184132443.1 (ACFHJKIH_00053)
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IMGPR_plasmid_3300014824_000059: 32,836-47,753 (+)
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\MGPpr\asmid7330m34917064818: 1-5,737 (-);47,703-50,053 (-)
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IMGPR_plasmid_3300029235_.000017: 4,353-14,100 (-)
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IMGPR_plasmid_3300029555_000026: 19,292-33,731 (+)
6 5 43 2 151380 family transposase 1S612 (BMGDJJGM_00001)
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IMGPR_plasmid_3300028964_000013: 1,452-8,884 (-)
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IMGPR_plasmid_3300007714_000017:228-6,170 (-)
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IMGPR_plasmid_2898063958_000002: 540-4,120 (-)
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IMGPR_plasmid_3300029593_000012: 27,264-31,966 (+)
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IMGPR_plasmid_3300053491_042025: 1-7,264 (-); 28,509-33,212 (-
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IMGPR _plasmid_3300053491_033610: 1-3,430 (-); 24,679-33,766 (-)
Agmatine deiminase (ANOCNAOI_00030)
29 31 32 33 34 35 15110 family transposase 1SGka2 (ANOCNAOI_00036)
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IMGPR_plasmid_3300029426_000031: 20,897-38,456 (+)
Agmatine deiminase (DPPJIALM_00037)
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IMGPR plasmid_3300053491 047163:24,972-37,199 (+); 1-3,771 (+)
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\MGPR,p\asmid,330ﬁ‘?215,000018: 14,802-25,153 (+)
SMR_efflux_smr-NCBIFAM multidrug efflux SMR transporter Smr (NFO00280.1) (MBNJEICL_00031)
putative trans}%rter(MBNJEICL_00032) 38
27 2829 30 | 33 34 3536 37 139 40 Peptidyl-lysine N-acetyltransferase YiaC (MBNJEICL_00042)
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IMGPR_plasmid_3300053491_041435:17,542-35,921 (+)

Holliday junction ATP-dependent DNA helicase RuvB (ANHKECJL_00012)
1S5 family transposase 151169 (ANHKECJL_00007)

anti-CRISPR-Cas (AcrllA9) (ANHKECJL_00054) IS5 family transposase 151169 (ANHKECJL_00006)
PDC-505_WP_091962608.1 (ANHKECJL_00004)
Single-stranded DNA-binding protein (ANHKECJL_00052) UG35_UvrD (ANHKECJL_00003) DNA-invertase hin (ANHKECJL_00011)
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IMGPR_plasmid_3300053491_050526:42,593-50,290 (+); 1-21,345 (+)

PDC-S05_WP_091962608.1 (IMAIDBNB_00015)
anti-CRISPR-Cas (AcrlIA9) (IMAIDBNB_00020) DNA-invertase hin (IMAIDBNB_00012)
Single-stranded DNA-binding protein (IMAIDBNF_00022) UG35_UvrD (IMAIDBNB_00016)
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IMGPR_plasmid_3300007991_000018: 3,700-24,970 (-)
PDC-S05_WP_091962608.1 (EJBBJCKJ_00049)
Single-stranded DNA-binding protein (EJBBJCKJ_00041) UG35_UvrD (EJBBJCKJ_OOO4?) DNA-invertase hin (EJBBJCKJ_00054)
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IMGPR _plasmid_3300029416_000025:29,118-46,683 (+)

PDC-505_WP_091962608.1 (ODICPAEC_00048)
UG35_UvrD (ODICPAEC_00046) DNA-invertase hin (ODICPAEC_00053)
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IMGPR_plasmid_3300029761_000040: 31,599-45,702 (+)
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




