putative ABC transporter ATP-binding protein YadG (PMLKNIME_00001)
tRNA-Gly(gec)2 34 5 6 7 8

IMGPR_plasmid_3300029260.000021: 357,016 (+)

putative protein YcbX (IFOKBOLL_00061)
60

IMGPR_plasmid_3300020407_000031: 52,888-58,987 (-)
NADPH-dependent 7-cyano-7-deazaguanine reductase (CFIOEJMK_00067)
putative ABC transporter ATP-binding protein YadG (CFIOEJMK_00065)
Inner membrane transport permease YadH (CFIOEJMK_00066)
Putative NAD(P)H nitroreductase YdjA (CFIOEJMK_ 00072}
p-aminobenzoyT-'gTutamate transport protein (CFIOEUMK_dOOé?)

72 70 68 | | | 64 63

\MGPRip\asm‘\d733000550397000017: 54,401-68,428 (-)
C4-dicarboxylate TRAP transporter large permease protein DctM (ENOFKNBF_00092)
Monocarboxylate 2-oxoacid-binding periplasmic protein (ENOFKNBF_00094) ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (ENOFKNBF_00080)
2-hydroxy-3-oxopropionate reductase (ENOFKNBF_00087)
-hydroxy-3-oxopropionate reductase (ENOFKNBF_00089) Fatty acid oxidation complex subunit alpha (ENOFKNBF_00084)

ISL3 family transposase ISPcc2 (ENOFKNBF_00088) Universal stress protein A (ENOFKNBF_00082)
GGT (VF0553) (ENOFKNBF_00090) 3-ketoacyl-CoA thiolase (ENOFKNBF_00085) putative protein YcbX (ENOFKNBF_00079)
96 95 93 91 \ NA topoisomerase 1 (ENOFKNBF_00086) | 83 81 | 78

HEEK

I
IMGPR_plasmid_3300030119 000059:71,738-98,685 (-)
; 10000 nt |
virulence (VFDB) AMR (AMRFinderPlus) tRNA
I




