AAC_6p_le_fam-NCBIFAM AAC(6')-1e family aminoglycoside N-acetyltransferase (NFO33693.0) (BFCJLHDL_00002)
APH_2pp_lla-NCBIFAM aminoglycoside O-phosphotransferase APH(2")-l1la (NFO00015.3) (BFCJLHDL_00001)
DS-15_DS-15A (BFCJLHDL_00007)
11 12 13 14 15 16 17 3 4 5 6 Toxin YoeB (BFCJLHDL_00008)
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IMGPR_plasmid_3300053491_025094:6,476-12,108 (+); 1-4,425 (+)
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IMGPR_plasmid_3300053491_025090: 1-529 (-); 2,580-9,707 (-)
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IMGPR_plasmid_3300029623_000027: 1,638-10,117 (-)

1S256 family transposase ISDku1 (BOBBGEOJ_00008)
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IMGPR_plasmid_3300053491_038802:281-11,236 (+)
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IMGPR_plasmid_3300029747_000009:1,717-11,290 (-)
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15 16 15110 family transposase ISBth13 (OHJDGNHJ_00017)
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IMGPR_plasmid_3300053491_023209:2,553-12,113 (-)
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IMGPR_plasmid_3300053491_024154:5,329-13,937 (+); 1-2,498 (+)

¢ e I NS K

IMGPR_plasmid_3300029846_000009: 1-8,272 (-); 10,894-12,519 (-)
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IMGPR_plasmid_3300053491_032819:2,653-9,833 (+)
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IMGPR_plasmid_3300008063_000002: 1-6,334 (-); 9,221-12,522 (-)
Protein VirD4 (DLOCLIAL_00001)
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EEO-AC_ K

IMGPR_plasmid_3300029790_000019: 1-1,547 (-); 6,766-12,481 (-)
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IMGPR_plasmid_3300053491_025093: 305-9,694 (+)
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IMGPR_plasmid_3300029422_000009: 3,193-10,487 (-)
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IMGPR_plasmid_3300029760_000009: 219-7,513 (+)
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IMGPR_plasmid_3300029406_000005: 1-3,734 (-); 6,565-12,577 (-)
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IMGPR_plasmid_3300029330_000010: 1-6,254 (-); 8,302-12,598 (-)
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IMGPR_plasmid_3300029194_000008: 10,250-12,439 (+); 1-7,684 (+)

tet_MFS_40-NCBIFAM tetracycline efflux MFS transporter Tet(40) (NFO00049.1) (IHPMOJEG_00019)
Sporulation initiation inhibitor protein Soj
2 1 Tetracycline resistance protein TetO (IHPMOJEG_00020) 18 16 \

a —EED-@ETHED - X @@

I
IMGPR_plasmid_3300029383 000015: 1-7,428 (-); 10,698-16,418 (-)
tet_protect_ M_W-NCBIFAM TetM/TetW/TetO/TetS family tetracycline resistance ribosomal protection protein (NFO33148.1) (HDIALLJM_00020)
tet_ MFS_40-NCBIFAM tetracycline efflux MFS transporter Tet(40) (NFO00049.1) (HDIALLJM_00019)
2 1 | 18
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IMGPR_plasmid_3300029366_000010: 1-7,197 (-); 10,467-16,418 (-)
tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (PDEIMHBF_00019)
tet_ MFS_40-NCBIFAM tetracycline efflux MFS transporter Tet(40) (NFO00049.1) (PDEIMHBF_00020)
17 18 | 1

a @ — T K T XA

N
IMGPR_plasmid_3300053491 044630:7,212-16,294 (+); 1-3,942 (+)
tet_protect_ M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (FJCFHDOE_00019)
tet_ MFS_40-NCBIFAM tétracycline efflux MFS transporter Tet(40) (NFO00049.1) (FJCFHDOE_00018)
1 | 17

0 —amad— . O XK -

T EE—
IMGPR _plasmid_2873729518_000002: 1-5,500 (-); 8,770-16,364 (-)

tet_protect_M-NCBIFAM tetracycline resistance ribosomal protection protein Tet(M) (NFO12155.1) (JBJOJDGG_00015)
tet_MFS_40-NCBIFAM tétracycline efflux MFS transporter Tet(40) (NFO00049.1) (JBJOJDGG_00014)
ISAs1 family transposase 1SSeq10 (JBJOJDGG_00016)
18 17 13
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IMGPR_plasmid_3300029610_000026: 5,221-16,287 (-)

tet_protect M_W-NCBIFAM TetM/TetW/TetO/TetS family tetracycline resistance ribosomal protection protein (NFO33148.1) (JBFOCJLF_00020)
tet_MFS_40-NCBIFAM tetrao‘/cline efflux MFS transporter Tet(40) (NFO00049.1) (JBFOCJLF_00019)
2 1 18
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I
IMGPR _plasmid_2905452657_000002: 1-6,985 (-); 10,254-16,403 (-)
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