gac_SMR_J-NCBIFAM quaternary ammonium compound efflux SMR transporter QacJ (NFO012170.0) (DNNPBPCI_00020)
1S6 family transposase IS431R (DNNPBPCI,OO618)

C4-dicarboxylic acid transporter DauA (DNNPBPCI_00017) 156 family transposase I$1R (DNNPBPCI_00022)
DS-15_DS-15A (DNNPBPCI_00014) 1S6 family transposase 1S431mec (DNNPBPCI_00023) putative acrylyl-CoA reductase Acul (DNNPBPCI_00030)
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IMGPR_plasmid_3300053491_024971:10,970-21,745 (+)

gac_SMR_J-NCBIFAM quaternary ammonium compound efflux SMR transporter QacJ (NF012170.0) (DNJAHJGC_00028)
1S6 family transposase IS431R (DNJAHJGC_00030)
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IMGPR_plasmid_3300053491 019944:1-5,075 (-); 15,155-22,988 (-)
gac_SMR_J-NCBIFAM quaternary ammonium compound efflux SMR transporter QacJ (NF012170.0) (GGPBPKEE_00009)
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IMGPR_plasmid_3300053491 025012: 1,364-12,182 (-)

gac_SMR_J-NCBIFAM quaternary ammonium compound efflux SMR transporter QacJ (NF012170.0) (AOGMCBNG_00024)
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IMGPR_plasmid_3300053491_021549: 1-1,099 (-); 12,773-23,027 (-)
Quaternary ammonium compound-resistance protein QacC (ADHAOMHE_00007)
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IMGPR_plasmid_3300053491 027776:1-9,513 (-); 19,081-20,957 (-)
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IMGPR_plasmid_3300053491_021558: 1-8,101 (-); 17,651-19,503 (-)

Putative transposon Tn552 DNA-invertase bin3 (OGAEENHD_00012)
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IMGPR_plasmid_3300053491_023153:6,652-16,587 (-)
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