Long-chain-fatty-acid--CoA ligase (OJFDEEDJ_00001) Disulfide-bond oxidoreductase YfcG (OJFDEEDJ_00005)
2,3-dehydroadipyl-CoA hydratase (OJFDEEDJ_00003)
3-ketoacyl-CoA thiolase (OJFDEEDJ_00002) Michele_2A_hits_grouped (OJFDEEDJ_00004) 2-hydroxychromene-2-carboxylate isomerase (OJFDEEDJ_00006)
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IMGPR plasmid_3300018868_000074: 44-4,637 (+)
Long-chain-fatty-acid--CoA ligase (OLAABDOG_00018)
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IMGPR_plasmid_3300024349_000330: 10,421-15,098 (-)
Long-chain-fatty-acid--CoA ligase (EJAMGBBL_00001)
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IMGPR_plasmid_3300013761_000008: 11-5,056 (+)
MymA operon (VF0840) (FGKAPIDC_00017)
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IMGPR_plasmid_3300024992_000515: 9,327-15,009 (-)

Acetyl-CoA:oxalate CoA-transferase (KPPKDDMK_00017)
MymaA operon (VF0840) (KPPKDDMK_00016)
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IMGPR _plasmid_2828814034_000005: 8,851-15,615 (-)
Putative acyltransferase (IKNOBLDC_00026) 21
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IMGPR_plasmid_3300016457_000108: 15,932-20,753 (-)
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