Gabija__GajB_2 (LPDHDIGN_00005)
1234 6
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IMGPR_plasmid_3300011972_000058: 102-3,744 (+)
1

YaKACK

I
IMGPR_plasmid_7000000132_000041:51-3,597 (+)
61

A

—
IMGPR_plasmid_7000000230_000036: 58,218-62,172 (-)
47 42

DA<

N
IMGPR_plasmid_7000000028 000024:40,415-46,597 (-)
cluster1 Csf2_0_IV (KBGIBALI_00001)
csf3-csf1_IV-E_1 (KBGIBALI_00003)
| csf4_IV-E_1 (KBGIBALI_00004)
cas6_IV-E_1 (KBGIBALI_00002) 5
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IMGPR_plasmid_7000000442_000041: 936-13,107 (+)
cluster1 Csf2_0_IV (EBIMAPBC_00002)
cas6_IV-E_1 (EBIMAPBC_00003)
\ J’csm_lv-m (EBIMAPBC_00005)
1 csf3-csf1_IV-E_1 (EBIMAPBC 00004) 6
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IMGPR_plasmid_3300006460_000034: 111-14,716 (+)
Tyrosine recombinase XerH (GKKOMMLH_00063)
PDC-S01_WP_067088819.1 (GKKOMMLH_00059)
csf4_IV-E_1 (GKKOMMLH_00062)
‘ 58
T5756 55

61 60

— ——
IMGPR_plasmid_3300008486_000095: 50,382-61,649 (-)

PDC-S01_WP_067088819.1 (NOMONHDL_00002)
1 345 6
H IHEEIAC_ K
I I

IMGPR_plasmid_7000000074_000082: 562-7,995 (+)

Tyrosine recombinase XerC (HGGAIPEB_00054)

PDC-501_WP_067088819.1 (HGGAIPEB_00051)
RecBCD enzyme subunit RecB (HGGAIPEB,OOOS?)
csf4_IV-E_1 (HGGAIPEB_00053)
55 50

62 61 60 58 5756 52 T4948 47

— I
IMGPR_plasmid_3300007126_000075: 42,046-59,892 (-)

Tyrosine recombinase XerC (IDADGNHN_00060)
ﬁDC-SOl_WP_067088819A1 (IDADGNHN_00056)

ATP-dependent zinc metalloprotease FtsH (IDADGNHN_00065) csf4_IV-‘E_1 (IDADGNHN_0005§)
RecBCD enzyme subunit RecB (IDADGNHN,OOO‘63) 57 55
70 69 68 67 66 64 62 61 | 58] T5453 52
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IMGPR_plasmid_3300011974_000056: 48,987-80,680 (-)

Tyrosine recombinase XerC (OPLKEHNE_00054)
PDC-501_WP_067088819.1 (OPLKEHNE_00051)
RecBCD enzyme subunit RecB (OPLKEHNE_00057)
ATP-dependent zinc metalloprotease FtsH (OPLKEHNE_00060) csf4_IV‘-E_1 (OPLKEHNE_00053) 50
68 67 66 65 64 63 62 61 59 58 56 55 | 52 | T[a948 47

IMGPR_plasmid_3300006522_000068:42,070-76,306 (-)
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defence (DefenseFinder) defence (PADLOC)




