Inner membrane transport permease YhhJ (OBPBBJFP_00083) Inner membrane protein YccF (OBPBBJFP_00087)
Multidrug resistance protein MdtA (OBPBBJFP_00081) P(1)-type Mn2+ transporting ATPase (VF0848) (OBPBBJFP_00085)
Ribosome-associated ATPase (OBPBBJFP_00082) 84 \ tRNA-Arg(ccg) \
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Ubiguinone/menaquinone biosynthesis C-methyltransferase UbiE (EEPDLOIA_00059)
Deoxyuridine 5'-triphosphate nucleotidohydrolase (EEPDLOIA_00055)
Coenzyme A biosynthesis bifunctional protein CoaBC (EEPDLOIA_00056)
‘ Formamidopyrimidine-DNA glycosylase (EEPDLOIA_00060)

3-dehydroquinate dehydratase (EEPDLOIA_00057)
O-acetylserine sulfhydrylase (EEPDLOIA_00054) putative protein kinase UbiB (EEPDLOIA_00058)
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