vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (FFKGOKAN_00199)
vanR-O-NCBIFAM'v: vancomycm resistance response regulator transcription factor VanR-O (NF033118.1) (FFKGOKAN_00210)
Bifunctional glutamine synthetase adenylyltransferase/adenylyl- removmg enzyme (FFKGOKAN_00197)
Cytochrome c-type blogene5|s protem CcmH (FFKGOKAN_00201)
Cytochrome c-type blogene5|s proteln CcmE (FFKGOKAN_00203)

Cyclopropane-fatty-acyl-phospholipid synthase (FFKGOKAN_00183) Cytochrome c- type blogene5|s protein  CemF (FFKGOKAN _00202)
Aldose sugar dehydrogenase Ylil (FFKGOKAN_00190) Perlplasmlc serine endoprotease Deg P (FFKGOKAN_00200)
ABC transporter (VF0818) (FFKGOKAN_00194) MazEF__MazE (FFKGOKAN_00213)
Solute-binding protein (FFKGOKAN_00189)  Sensor histidine kinase RcsC (FFKGOKAN_00196) MazEF_MazF:(FF}ZGOKAN_OO212)
185 ABC transportér(VFOSlS) (FFKGaK N_00195) PhoP (VF0286) (FFKGOKAN_OOZO%
184] 186 187 188 191 192 193 | | MprAB (VF0298) (FFKGOKAN_00198) 204 205 206 207 208 |211 |214215 216 217218 219

I
IMGPR _plasmid_3300044930_000135: 177,944-221,216 (+)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (DMLFKBCD_00021)
vanR-O-NCBIFAM v: vancomycm resistance response regulator transcription factor VanR-O (NFO33118.1) (DMLFKBCD_00010)
Bifunctional glutamine synthetase adenylyltransferase/adenylyl-i removmg enzyme (DMLFKBCD_00023)
Cytochrome c-type blogene5|s protem CcmH (DMLFKBCD_00019)
Cytochrome c-type blogene5|s proteln CcmE (DMLFKBCD_00017)
Cytochrome c- type blogene5|s protein y CcmF (DMLFKBCD_00018)

Aldose sugar dehydrogenase Ylil (DMLFKBCD_00030) Perlplasmlc serine endoprotease DegP (DMLFKBCD 00020)
ABC transporter (VF0818) (DMLFKBCD_00026) MazEF_MazE (DMLFKBCD_00007)
ABC transporter (VF0818) (DMLFKBCD_00025) MazEF_MazF (DMLFKBCD_00008)
Solute-binding protein (DMLFKBCD_00031)  Sensor histidine kinase RcsC (DMLFKBCD_00024) PhoP (VF0286) (DMLFKBCD_00011)
32 [ | 29 28 27 | | MprAB (VF0298) (DMLFKBCD_00022) 16 15 14 13 12 [ 9]l 6 5 4 3 21
| ] [ ] ] I

IMGPR _plasmid_3300045189 000175:215-43,487 (-)
Aldose sugar dehydrogenase Ylil (FDOPFGCK_00005)
Solute-binding protein (FDOPFGCK_00006)
7 ‘ 4 3 2 ABC transporter (VF0818) (FDOPFGCK_00001)

IMGPR _plasmid_3300045233_000086: 25-14,254 (-)
efflux ABUW_0982-NCBIFAM chloramphenicol efflux transporter CxpE (NFO45801.1) (CFNHNOCG_00198)

Aspartyl/glutamyl-tRNA(Asn/GIn) amidotransferase subunit B (CFNHNOCG_00191) Putative HMP/thiamine-binding protein YkoF (CFNHNOCG_00209)
‘ putative cyclic di-GMP phosphodiesterase PdeG (CFNHNOCG_O@OM
Guanosine-5'-triphosphate,3'-diphosphate pyrophosphatase (CFNHNOCG_00201) Outer membrane protein assembly factor BamB (CFNHNOCG_00216)
‘ Aspartate-»tﬂNA(Asp/Asn) ligase (CFNHNOCG_00203) retroH,type,VI,hth,clusterZ,l (CFNHNOCG,OO214)
Phosphoribosylglycinamide formyltransferase (CFNHNOCG_00196) NAD-dependent malic enzyme (CFNHNOCG._ 0b205 HTH-type transcriptional regulator CdhR (CFNHNOCG_00220)
Phosphoribosylformylglycinamidine cyclo-ligase (CFNHNOCG_00197) AmlnopeptldaseT(CFNHNOC _00211) \
194 | [ | AMP nucleosidase (CFNHNOCG_00206) HTH-type transcriptional activator RhaR (CFNHNOCG_00224)
189 193 Polyphosphate kinase (CFNHNOCG_00200) i) 207 FAD:protein FMN transferase (CFNHNOCG_00219)
188190 192] 1195 | | | 199 Ribonuclease D (CFNHNOCG_00202) 208 | 210 212213215 | 217 218 | | 221 222223| 225

H- D D@E@@Ed

IMGPR_plasmid_3300049636_000115:177,928-223,909 (+)
[ 10000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




