Lipoprotein diacylglyceryl transferase Igt (VFO790) (NJFPCNMF_00036)
26 27 2829 30 31 32 33 34 35 37 38 Phosphoglycolate phosphatase (NJFPCNMF_00039)

I%

IMGPR_plasmid_7000000158_000015: 17,743-34,086 (+)
25 26 27 28 29 30 Flavin-dependent thymidylate synthase (CAGIPOOC_00031)

IMGPR_plasmid_3300008268_000021: 15,421-31,642 (+)
Carbamoyl-phosphate synthase large chain (NPKBDEFL_00046)
tRNA threonylcarbamoyladenosine biosynthesis protein TsaE (NPKBDEFL_00039) DegV domain-containing proteiT](NPKB DEFL_00045)
tRNA threonylcarbamoyladenosine biosynthesis protein TsaB (NPKBDEFL_00038) Carbamoyl-phosphate synthase large chain (NPKBDEFL_00047)
36 Protein YhgF (NPKBDEFL_00043)
32 33 34 35 TSJ 40 41 42 Pyruvate, phosphate dikinase (NPKBDEFL_00044) 48

%H

IMGPR_plasmid_3300029771_000117:20,011-50,965 (+)

|H

IMGPR_plasmid_3300029346_000018:51-6,971 (-)

N
)

IMGPR_plasmid_3300029441_000052: 19,179-26,039 (+)
32 37 38 39 40 41 42

IMGPR_plasmid_3300029089_000025: 23,928-36,125 (+)
10000 nt 1

virulence (VFDB)



