
IMGPR_plasmid_2937282990_000009: 67-7,537 (+)

IS30 family transposase ISLpl1 (AKBBJODD_00001)
2 3 4

PilA-type pili (PGS1, pilin gene clusters 1) (VF0744) (AKBBJODD_00005)

6 7

IMGPR_plasmid_2744054756_000008: 29-7,042 (+)

1

IMGPR_plasmid_3300022137_000033: 37,176-45,255 (-)

ISL3 family transposase IS1165 (KPFCEIMI_00045)

IMGPR_plasmid_2663762986_000002: 25,937-35,093 (-)

33
IS3 family transposase ISBce13 (KNIGCDKO_00034)

35

IMGPR_plasmid_2928447513_000007: 531-9,444 (+)

PD-T4-7__PD-T4-7 (LFBDBDOC_00001)
2

IMGPR_plasmid_2928480102_000013: 199-9,596 (+)

dTDP-4-dehydrorhamnose reductase (DEPBFEPJ_00001)
O-antigen (VF0392) (DEPBFEPJ_00002)

dTDP-4-dehydrorhamnose 3,5-epimerase (DEPBFEPJ_00003)

IMGPR_plasmid_2744054770_000009: 177-8,824 (+)

1 2 3 4

IMGPR_plasmid_2928476377_000005: 24,081-34,453 (-)

IS3 family transposase IS1163 (LOMILHPL_00032)
33

UDP-N-acetylgalactosamine-undecaprenyl-phosphate N-acetylgalactosaminephosphotransferase (LOMILHPL_00034)

Tyrosine-protein phosphatase YwqE (LOMILHPL_00035)
B. cereus exo-polysaccharide (BPS) (VF0668) (LOMILHPL_00036)

37

IMGPR_plasmid_2928433466_000009: 374-19,974 (+)

1

IS30 family transposase ISCth3 (OGCPILEJ_00002)

3
LOS (VF0326) (OGCPILEJ_00004)

5 6

UDP-Gal:alpha-D-GlcNAc-diphosphoundecaprenol beta-1,3-galactosyltransferase (OGCPILEJ_00007)

8

IS256 family transposase IS1310 (OGCPILEJ_00009)

UDP-glucose 4-epimerase (OGCPILEJ_00010)
Tyrosine-protein phosphatase YwqE (OGCPILEJ_00011)

B. cereus exo-polysaccharide (BPS) (VF0668) (OGCPILEJ_00012)

13 14 IS3 family transposase ISLmo5 (OGCPILEJ_00015)

7000 nt

defence (DefenseFinder) virulence (VFDB)


