Putative transposon Tn552 DNA-invertase bin3 (LKBBNBHH_00039)
LexA repressor (LKBBNBHH_00045)

Protein UmuC (LKBBNBHH_00044) anti-CRISPR-Cas evasion by DNA repair (APIS131) (LKBBNBHH_00002)
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Protein UmuC (FDJBEOAM_00035)
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