Fos_BSH-NCBIFAM FosB/FosD family fosfomycin resistance bacillithiol transferase (NFO00493.1) (ADOLJADH_00022)
HTH-type transcriptional activator RhaR (ADOLJADH_00018)
Glutamate synthase [NADPH] small chain (ADOLJADH_00013)
Soditm/proline symporter (ADOLJADH_00014)
putative syrﬁporter YjmB (ADOLJADH_00019) PDC-S01_WP_067088819.1 (ADOLJADH_00027)
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IMGPR_plasmid_3300029492_000094: 13,993-28,811 (+)
Fos_BSH-NCBIFAM FosB/FosD family fosfomycin resistance bacillithiol transferase (NFO00493.1) (OIAIGGJO_00016)
HTH-type transcriptional activator RhaR (OIAIGGJO_00020)
putative symporter YjmB (OIAIGGJO_00019)
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IMGPR_plasmid_3300029820_000208: 9,160-23,978 (-)
SOS response-associated protein YedK (DNMOPJGB_00022)
LexA repressor (DN MB‘%B,OOOZ 1)
DNA polymerase IV (DNMOPJGB_00020)24
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IMGPR_plasmid_3300029579_000083: 13,988-27,918 (+)

putative multiple-sugar transport system permease YteP (NJIFGOIA_00030)
L-arabinose transport system permease protein AraQ (NJIFGOIA_00029)
HTH-type transcriptional activator RhaS (NJIFGOIA_00028)
Michele_2A_hits_grouped (NJIFGOIA_00036) Heparin-sulfate lyase (NJIFGOIA_dOOSi)
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IMGPR_plasmid_3300014963_000240: 28,790-53,985 (-)
k 10000 nt {
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