
IMGPR_plasmid_2858828997_000034: 159-20,092 (+)

1 2

D-inositol-3-phosphate glycosyltransferase (HHIHHPAH_00003)

4

N-(5'-phosphoribosyl)anthranilate isomerase (HHIHHPAH_00005)

HTH-type transcriptional regulator RpiR (HHIHHPAH_00006)
7

Trehalose-recycling ABC transporter (VF0842) (HHIHHPAH_00008)
Trehalose-recycling ABC transporter (VF0842) (HHIHHPAH_00009)

L-methionine gamma-lyase (HHIHHPAH_00010)
putative sugar kinase YdjH (HHIHHPAH_00011)

HTH-type transcriptional regulator CynR (HHIHHPAH_00012)
Ribose import ATP-binding protein RbsA (HHIHHPAH_00013)

14

putative riboflavin import permease protein RfuC (HHIHHPAH_00015)

Purine-binding protein (HHIHHPAH_00016)
Cytosine deaminase (HHIHHPAH_00017)

18

Carbon monoxide dehydrogenase medium chain (HHIHHPAH_00019)

Nicotinate dehydrogenase small FeS subunit (HHIHHPAH_00020)
Putative xanthine dehydrogenase molybdenum-binding subunit XdhA

IMGPR_plasmid_2937029754_000021: 242-20,110 (+)

1 2

N-acetyl-alpha-D-glucosaminyl L-malate synthase (LHMFDDEO_00003)
N-(5'-phosphoribosyl)anthranilate isomerase (LHMFDDEO_00004)

HTH-type transcriptional regulator RpiR (LHMFDDEO_00005)
6

Trehalose-recycling ABC transporter (VF0842) (LHMFDDEO_00007)
Trehalose-recycling ABC transporter (VF0842) (LHMFDDEO_00008)

L-methionine gamma-lyase (LHMFDDEO_00009)
putative sugar kinase YdjH (LHMFDDEO_00010)

HTH-type transcriptional regulator CynR (LHMFDDEO_00011)
Ribose import ATP-binding protein RbsA (LHMFDDEO_00012)

13 putative riboflavin import permease protein RfuC (LHMFDDEO_00014)

IMGPR_plasmid_2858786796_000032: 290-20,507 (+)

1 2

N-acetyl-alpha-D-glucosaminyl L-malate synthase (PIIGKGOI_00003)
N-(5'-phosphoribosyl)anthranilate isomerase (PIIGKGOI_00004)

HTH-type transcriptional regulator RpiR (PIIGKGOI_00005)
6 7 8

O-succinylhomoserine sulfhydrylase (PIIGKGOI_00009)

L-methionine gamma-lyase (PIIGKGOI_00010)

putative sugar kinase YdjH (PIIGKGOI_00011)

HTH-type transcriptional regulator CynR (PIIGKGOI_00012)

Ribose import ATP-binding protein RbsA (PIIGKGOI_00013)

FbpABC (VF0272) (PIIGKGOI_00014)
15 putative riboflavin import permease protein RfuC (PIIGKGOI_00016)

IMGPR_plasmid_2855855388_000020: 1,096-14,038 (+)

1

N-acetyl-alpha-D-glucosaminyl L-malate synthase (LDPPNMKC_00002)

3

HTH-type transcriptional regulator CynR (LDPPNMKC_00004)
Ribose import ATP-binding protein RbsA (LDPPNMKC_00005)

6 putative riboflavin import permease protein RfuC (LDPPNMKC_00007)

IMGPR_plasmid_2858807231_000029: 53,934-68,009 (-)

53

3-octaprenyl-4-hydroxybenzoate carboxy-lyase (HGNGIFJF_00055)

Flavin prenyltransferase UbiX (HGNGIFJF_00056)
Uric acid transporter UacT (HGNGIFJF_00057)

P-loop guanosine triphosphatase YjiA (HGNGIFJF_00058)

Nicotinate dehydrogenase medium molybdopterin subunit (HGNGIFJF_00059)

60

IMGPR_plasmid_2839258317_000039: 8,954-23,075 (+)

14 15

IMGPR_plasmid_2513237156_000030: 53,997-68,070 (-)

P-loop guanosine triphosphatase YjiA (FFBFJENN_00058)59
Putative xanthine dehydrogenase molybdenum-binding subunit XdhA (FFBFJENN_00060)

Nicotinate dehydrogenase large molybdopterin subunit (FFBFJENN_00061)

8000 nt

virulence (VFDB)


