
IMGPR_plasmid_2858786796_000032: 31,504-47,130 (+)

31 32

tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (PIIGKGOI_00033)

FarAB (VF0450) (PIIGKGOI_00034)

tet_destruct-NCBIFAM tetracycline destructase (NF033476.1) (PIIGKGOI_00035)

4-hydroxy-tetrahydrodipicolinate synthase (PIIGKGOI_00036)
Glutathione import ATP-binding protein GsiA (PIIGKGOI_00037)

putative D,D-dipeptide transport system permease protein DdpC (PIIGKGOI_00038)
Dipeptide transport system permease protein DppB (PIIGKGOI_00039)

Glutathione transport system permease protein GsiC (PIIGKGOI_00040)

Periplasmic dipeptide transport protein (PIIGKGOI_00041)
42

D-threonate 4-phosphate dehydrogenase (PIIGKGOI_00043)

Long-chain-alcohol dehydrogenase 1 (PIIGKGOI_00044)

IMGPR_plasmid_3300031967_000077: 39,724-53,363 (-)

tet_destruct-NCBIFAM tetracycline destructase (NF033476.1) (ICANFNJJ_00044)
putative protein (ICANFNJJ_00045)

FarAB (VF0450) (ICANFNJJ_00046)

tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (ICANFNJJ_00047)

4850

bla_subclass_B3-NCBIFAM subclass B3 metallo-beta-lactamase (NF033105.1) (ICANFNJJ_00051)

IMGPR_plasmid_2858828997_000034: 27,251-46,771 (+)

26 28 32 33

tet_MFS_OtrB-NCBIFAM oxytetracycline resistance efflux MFS transporter OtrB (NF000095.1) (HHIHHPAH_00034)

FarAB (VF0450) (HHIHHPAH_00035)

tet_destruct-NCBIFAM tetracycline destructase (NF033476.1) (HHIHHPAH_00036)
4-hydroxy-tetrahydrodipicolinate synthase (HHIHHPAH_00037)

putative D,D-dipeptide transport system permease protein DdpC (HHIHHPAH_00039)

D-threonate 4-phosphate dehydrogenase (HHIHHPAH_00043)
D-threonate 4-phosphate dehydrogenase (HHIHHPAH_00044)

IMGPR_plasmid_2839258317_000039: 21,177-33,519 (+)

putative protein (KAGPCIMM_00024) 25 27

IMGPR_plasmid_2855855388_000020: 21,259-33,483 (+)

putative protein (LDPPNMKC_00023)
putative protein (LDPPNMKC_00024)

25

7000 nt

virulence (VFDB) AMR (AMRFinderPlus)


