S-adenosylmethionine synthase (BJNAEOKF_00005)

Sortase B (BJNAEOKF_00002) MTase_lI_00107 Type (BJNAEOKF_00009)
Bcep pili (VF0669) (BINAEOKF_00001) 3 4 6 7 8 10

[ A A ) s I,

I I
IMGPR plasmid_3300029493 000193: 54-9,275 (+)
Sortase B (KLCHCDNN_00025)
Bep pili (VF0669) (KLCHCDNN_00026)
24 23 S-adenosylmethionine synthase (KLCHCDNN_00022)
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IMGPR _plasmid_3300029008_000060: 12,203-20,908 (-)
S-adenosylmethionine synthase (EJIMLEHK_00006)
Sortase B (EJIMLEHK_00002)
Bep pili (VF0669) (EJIMLEHK_OOOOI)
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IMGPR_plasmid_3300029391 000133:37-9,373 (+)
Sortase B (VF0789) (DCKHNALG_00021)
20 19 S-adenosylmethionine synthase (DCKHNALG_00018)
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IMGPR _plasmid_3300029507_000088: 10,795-17,887 (-)
Sortase B (VF0789) (FOFAOFCI_00002)
1 3 4 S-adenosylmethionine synthase (FOFAOFCI_00005)
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IMGPR _plasmid_3300008360_000086: 256-11,236 (+)
MTase_II_00058 Type (JKOEECLB_00029) Sortase B (VF0789) (JKOEECLB_00025)

28 27 26 24 23 S-adenosylmethionine synthase (JKOEECLB_00022)
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IMGPR_plasmid_3300039322_000186: 12,362-26,979 (-)

Sortase B (MNIGFDJL_00016)
18 17 15 14 S-adenosylmethionine synthase (MNIGFDJL_00013)

A ) DA A A H I

I
IMGPR_plasmid_3300023290_000271: 6,278-18,601 (-)

MTase_II_00058 Type (GKPMNNML_00036) Sortase B (GKPMNNML_00032)
38 37 35 34 33 31 30 S-adenosylmethionine synthase (GKPMNNML_00029)
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IMGPR_plasmid_3300013752_000115:20,192-35,769 (-)

S-adenosylmethionine synthase (BLBBJBNB_00001)
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IMGPR_plasmid_7000000460_000062: 39-4,404 (+)
S-adenosylmethionine synthase (CHOCEKEI_00001)
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IMGPR _plasmid_330002899% 000043:81-5,136 (+)
S-adenosylmethionine synthase (HEFDDPPN_00015)
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IMGPR_plasmid_3300039372_000170: 6,194-10,655 (-)
S-adenosylmethionine synthase (HPNJLGPI_00001)
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IMGPR_plasmid_3300039335_000081: 9-4,470 (+)
S-adenosylmethionine synthase (HNPINFEL_00018)
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IMGPR_plasmid_3300014771 000118:8,165-12,833 (-)
26 S-adenosylmethionine synthase (BLFEKDPA_00025)
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IMGPR_plasmid_3300029739_000152: 14,968-20,635 (-)

PDC-S70_WP_028295898.1 (OLGOPLEA_00018)
MTase_|I_00058 Type (OLGOPLEA_00024) Sortase B (OLGOPLEA_00020)
23 22 21 19 S-adenosylmethionine synthase (OLGOPLEA_00017) 12
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IMGPR_plasmid_3300015188_000081:7,164-21,911 (-)

PDC-570_WP_028295898.1 (EIBNKMNO_00017)
Sortase B (EIBNKMNO_00019)
21 20 18 S-adenosylmethionine synthase (EIBNKMNO_00016)
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IMGPR_plasmid_3300023290_000266: 6,282-19,054 (-)

PDC-570_WP_028295898.1 (OEBEMEPD_00030)
31 S-adenosylmethionine synthase (OEBEMEPD_00029)
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IMGPR_plasmid_3300029035_000079: 17,513-23,692 (-)

PDC-570_WP_028295898.1 (DJMNIKPM_00027)
Sortase B (DJMNIKPM_00030)
31 29 28 S-adenosylmethionine synthase (DJMNIKPM_00026) 20
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IMGPR_plasmid_3300029562_000128: 14,867-27,140 (-)
DS-27__DS-27 (IEGHPGFG_00021)
Bep pili (VF0669) (IEGHPGFG_00023) DS-30__DS-30D (IEGHPGFG_00019)
22 DS-30__DS-30C (ILGHPGFG,06020) 18 17  S-adenosylmethionine synthase (IEGHPGFG_00016)
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IMGPR_plasmid_2920527694_000007: 5,960-18,199 (-)
S-adenosylmethionine synthase (FFLDHAAI_00002)
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IMGPR _plasmid_3300014563_000046: 185-6,215 (+)
1 S-adenosylmethionine synthase (BHEBBLDI_00002)
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IMGPR_plasmid_3300029303_000183: 705-6,124 (+)
28 S-adenosylmethionine synthase (EAICAAIE_00027)
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IMGPR_plasmid_3300039366_000077:26,650-32,393 (-)
26 S-adenosylmethionine synthase (OGKDPOFN_00025)
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IMGPR_plasmid_3300029503_000136: 19,968-27,070 (-)
1 S-adenosylmethionine synthase (OGGKMOKJ_00002)
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IMGPR_plasmid_3300029405_000067:118-8,494 (+)
S-adenosylmethionine synthase (HPIEFDOM_00021)
Bep pili (VF0669) (HPIEFDOM_00022)
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IMGPR_plasmid_3300007305_000107: 15,361-21,707 (-)

S-adenosylmethionine synthase (LAIKLBAH_00002)
Bep pili (VF0669) (LAIKLBAH_00001) 7
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IMGPR _plasmid_3300029332_000157:217-6,216 (+)
S-adenosylmethionine synthase (KPCJOMFC_00023)
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IMGPR _plasmid_3300014560_000064: 13,457-17,183 (-)
S-adenosylmethionine synthase (NDCDIHLE_00001)
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IMGPR plasmid_3300029517_000119: 73-3,794 (+)
S-adenosylmethionine synthase (FCLOJBPL_00001)
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IMGPR_plasmid_3300029556_000054: 124-4,620 (+)
S-adenosylmethionine synthase (JKBCMNKG_00001)
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IMGPR _plasmid_3300029048 000049:42-4,775 (+)
S-adenosylmethionine synthase (HOCCNEOO_00001)
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IMGPR_plasmid_3300029234_000123: 11-4,028 (+)
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IMGPR_plasmid_3300029485_000128:27-3,045 (+)
29 28 27 S-adenosylmethionine synthase (MOCBIBOI_00026)
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IMGPR_plasmid_3300029847_000113: 23,240-32,690 (-)
1 2 3 S-adenosylmethionine synthase (LPFBPEDM_00004)
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IMGPR_plasmid_3300029839_000043: 43-10,812 (+)
1 2 3 4 S-adenosylmethionine synthase (CIADKNDE_00005)
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IMGPR _plasmid_3300006298 000076:225-11,311 (+)
23 22 21 20 S-adenosylmethionine synthase (AOAAHFBC_00019)
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IMGPR _plasmid_3300014972_000061: 11,657-22,929 (-)
Modification methylase Banl (GHPAFBNH_00001)
2 3 4 S-adenosylmethionine synthase (GHPAFBNH_00005)
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IMGPR _plasmid_3300029563_000047: 97-10,802 (+)
20 19 18 17 S-adenosylmethionine synthase (IPAJMMLF_00016)
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IMGPR_plasmid_3300029622_000095: 7,684-18,361 (-)
MTase_|I_00058 Type (APNEIKCO_00020)
19 18 17 S-adenosylmethionine synthase (APNEIKCO_00016)
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IMGPR_plasmid_3300029435_000075: 7,841-19,119 (-)
MTase_|I_00058 Type (FDJDEJMJ_00002)
3

1 4 5 S-adenosylmethionine synthase (FDJDEJMJ_00006)
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IMGPR_plasmid_3300029761_000086: 27-12,230 (+)
MTase_||_00058 Type (MHMHMLPL_00002)

3

1 4 5 S-adenosylmethionine synthase (MHMHMLPL_00006)
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IMGPR_plasmid_3300029451_000034: 85-12,114 (+)
MTase_|I_00058 Type (OEPLNBOE_00004)
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IMGPR _plasmid_3300029367_000031: 318-14,621 (+)
MTase_II_00058 Type (AOINJCMB_00004)

1 2 3 5 6 7 S-adenosylmethionine synthase (AOINJCMB_00008)
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IMGPR _plasmid_3300008461_000045: 155-14,994 (+)

MTase_II_00058 Type (EMNCMDDO_00024)

7 S-adenosylmethionine synthase (OEPLNBOE_00008)
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27 26 25 23 22 21 S-adenosylmethionine synthase (EMNCMDDO_00020)
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IMGPR_plasmid_7000000302_000078: 14,760-28,459 (-)
MTase_|I_00058 Type (IOEEHHEC_00004)
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IMGPR_plasmid_3300029029_000068: 146-13,849 (+)
MTase_|I_00058 Type (PLJEILGJ_00004)

7 S-adenosylmethionine synthase (IOEEHHEC_00008)
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1 2 3 5 6 7 S-adenosylmethionine synthase (PLJEILGJ_00008)
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IMGPR_plasmid_3300035648 _000035: 71-13,222 (+)
26 25 24 23 22 21 20 S-adenosylmethionine synthase (EJNCKBAA_00019)
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IMGPR_plasmid_3300029013_000082: 10,817-23,613 (-)
21 16
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IMGPR _plasmid_3300029475 _000137:12,501-16,612 (-)
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