putative undecaprenyl-phosphate N-acetylglucosaminyl 1-phosphate transferase (EPKCCNDD_00053)
Transcription antitermination protein RfaH (EPKCCNDD_00054)
ISééEmin transposase ISPba3 (EPKCCNDD_00058)
Tyrosine recombinase XerC (EPKCCNDD_OOOSé)
Tyrosine-protein kinase ptk (EPKCCNDD_00051)
52 | [55 | 57 | 5960

IMGPR _plasmid_3300023492_000029: 43,707-54,125 (+)
Tyrosine recombinase XerC (APEIBBKF_00004)
3 2 1S66 family transposase ISPba3 (APEIBBKF_00001)

IMGPR_plasmid_3300029325_000041:385-10,042 (-)

1S66 family transposase ISPba3 (LMJEMJDP_00029)
Tyrosine recombinase XerC (L‘MJEMJDP_OOO28)
3031

IMGPR_plasmid_3300039361_000118:22,895-30,410 (+)
151380 family transposase 1S614 (EGOHOAED_00001)

IMGPR_plasmid_3300029472_000216: 125-6,353 (-)
56

IMGPR_plasmid_3300029227_000032:43,745-49,316 (+)
543 21

IMGPR_plasmid_3300008360_000126: 655-8,137 (-)
Tyrosine recombinase XerC (GGJGPGBA_00056)
58 60
57[59 [ 61

IMGPR_plasmid_3300029203_000039:43,733-53,704 (+)
anti-CRISPR-Cas (AcrllA9) (MOILLECB_00002)
Tyrosine recombinase XerC (MOILLECB_OOOS?)r
58 60 62
56 75961763 1| 3 4 5

-
IMGPR_plasmid_3300053491_057185:44,046-54,349 (+); 1-3,923 (+)

Tyrosine recombinase XerC (CCOMLMFE_00056)
57 59 61

58] 6062

IMGPR_plasmid_3300053491_054824: 44,047-54,350 (+); 1-3,923 (+)
Tyrosine recombinase XerC (MEIKOAFO_00001)
2

COEa—EHbEDad

-
IMGPR _plasmid_3300053491 059007:45,789-51,268 (+); 1-5,677 (+)
Tyrosine recombinase XerC (FMGBIGBG_00056)
55

COCa—EpEad

-
IMGPR_plasmid_3300053491_054325: 1-5,479 (-); 45,602-51,279 (-)

Tyrosine recombinase XerD (ECAJICCN_00005)
Tyrosine recombinase XerC (ECAJICCN_00006)
Tyrosine recombinase XerC (ECAJ ICCW_%OO 1)
2 4 | | Tyrosinerecombinase XerC (ECAJICCN_00007)

IMGPR_plasmid_3300053491_058083: 49,314-54,793 (+); 1-9,190 (+)
anti-CRISPR-Cas (AcrlIA9) (ACMHIJOH_00007)
PDC-527 WP_184132443.1 (ACMHIJOH_00003)
8| 6 5 4 2 1

ddd—@HEmad@Ema@m

- ——
IMGPR _plasmid_3300008301_000036: 64-12,585 (-)
Tyrosine-protein phosphatase YwqE (GILMLAKF_00006)
1

IMGPR_plasmid_3300008726_000012: 526-6,527 (-)
50 51

IMGPR_plasmid_3300029861_000045: 39,458-46,336 (+)

UDP-N-acetyl-D-glucosamine 6-dehydrogenase (BGKAACNN_00022)
Vi antigen (VF0101) (BGKAACNN_00021)

23
25 24] 19

IMGPR_plasmid_3300029764_000041: 13,829-24,677 ()
PDC-S05_WP_091962608.1 (DFPPGFLI_00004)
PDC-S01_WP_099993690.1 (DFPPGFLI_00012)
2119 17 DS-15_DS-15A (DFPPGFLI_00006)
2220] 18] 16 15 14 13 11 10 9 8 7] 5321
dA—CHMD-DCREHCH DD
I L | —_——
IMGPR _plasmid_3300029198_000068: 76-22,255 (-)
PDC-S05_WP_091962608.1 (DFGKDGBM_00083)
PDC-S01_ WP_099993690.1 (DFGKDGBM_00075)
Tyrosine recombinase XerC (DFGKDGBM_00064) DS-15__DS-15A (DFGKDGBM_00081)
66 68 70 84
65 67] 69 71 72 73 74 76 77 78 79 80| 82 ‘ 8586

10—

IMGPR_plasmid_3300029465_000031: 51,045-75,668 (+)
PDC-S01_WP_099993690.1 (OACPCGAA 00013)
Tyrosine recombinase XerC (OACPCGAA_00024) PDC-S05_WP_091962608.1 (ODACPCGAA_00004)
22 20 18 DS-15_DS-15A (OACPCGAA_00006)
23 21] 19] 17 16 15 14 121110 9 8 7 | 5]321

I

IMGPR_plasmid_3300029115_000028: 95-24.,680 (-)
PDC-S05_WP_091962608.1 (LKHIMLGE_00075)

Tyrosine recombinase XerC (LKHIMLGE_00056) DS-15__DS-15A (LKHII\EEE_OOO73)
59 PDC-501 WP_099993690.1 (LKHIMLGE_00066) T 76
5758 6061 62 63 64 65 6768 69 70 71 72| 74 | |77 78
I _— —_——
IMGPR plasmid_2921114623 000003: 43,780-68,410 (+)
PDC-S01 WP_099993690.1 (BPLLFJKN_00013)
Tyrosine recombinase XerC (BPLLFJKN_00025) PDC-505_ WP_091962608.1 (BPLLFJKN_00004)
23 21 19 16 DS-15_DS-15A (BPLLFJKN_00006)
24 22] 20] 18 17] 15 14 121110 9 8 7] 5 [321
— L] _—
IMGPR plasmid_2876085391 000002: 25-24,566 (-)
PDC-501 WP_099993690.1 (EKCABJLM_00013)
Tyrosine recombinase XerC (EKCABJLM_00024) PDC-S05_WP_108603569.1 (EKCABJLM_00004)
22 20 18 DS-15_DS-15A (EKCABILM_00006)
23 21] 19] 17 16 15 14 121110 9 8 7 | 5|3 21

MaEd—a@E- M- DEEEHE - DB EEHM D

_— -
IMGPR_plasmid_3300029479_000023: 72-24,658 (-)
PDC-S01_WP_099993690.1 (NFKPKFNL_00008)
Tyrosine recombinase XerC (NFKPKFNL_00018)
15
1716 1413 12 11 10 9

DS-15_DS-15A (NFKPKFNL_00002)
6 5 4 3] 1

I

IMGPR _plasmid_3300035656_000075:583-23,174 (-)
PDC-501 WP_099993690.1 (AHGOAEJP_00009)
Tyrosine recombinase XerC (AHGOAEJP_00019)
16
1817 1514 13 12 11 10

DS-15_DS-15A (AHGOAEJP_00003)
7 6 5 4 ] 2PDC-S05WP_091962608.1(AHGOAEJP_00001)

I

LB
IMGPR_plasmid_3300029419_000045: 827-24,258 (-)

PDC-S01_ WP_099993690.1 (JFOPAFDM_00010)
Tyrosine recombinase XerC (JFOPAFDM_00020)
17
1918 1615 14 13 12 11

DS-15_DS-15A (JFOPAFDM_00003)
98 7 6 5 4 2PDC-S05 WP 091962608.1(JFOPAFDM_00001)

10—

_— _—
IMGPR_plasmid_3300029784_000033: 135-23,614 (-)

PDC-505_WP_091962608.1 (HPPOGIGP_00075)

Tyrosine recombinase XerC (HPPOGIGP_00056) DS-15_DS-15A (HPPOGIGP_00073)
59 PDC-S01_WP_099993690.1 (HPPOGIGP_00066) 76
577578T£0g 62 63 64 65 67 68 69 70 71 72| 74 T 77 78

IMGPR_plasmid_3300008496_000021:44,219-68,849 (+)
PDC-S01_WP_099993690.1 (OELBINCD_00059)

Tyrosine recombinase XerC (OELBINCD_00049) PDC-S05_WP_091962608.1 (OELBINCD_00068)
52 DS-15_DS-15A (OELBINCD_00066)
5051 5354 55 56 57 58 6061 62 63 64 65] 67 | 6970
I L] —_——

IMGPR_plasmid_3300029398_000032: 39,497-63,836 (+)
PDC-S05_WP_091962608.1 (DODCDKIF_00049)
PDC-S01_WP_099993690.1 (DODCDKIF_00040)

33 DS-15_DS-15A (DODCDKIF_00047)
3132 3435 36 37 38 39 4142 43 44 45 46 48 | 50
[} —

IMGPR_plasmid_3300008737_000024: 24,944-46,109 (+)
Putative fimbrium anchoring subunit Fim4B (PEGJNOLM_00071)
PDC-505_WP_091962608.1 (PEGJNOLM_00076)
PDC-S01_WP_099993690.1 (PEGJNOLM_O(5067)

Tyrosine recombinase XerC (PEGJNOLM_00056) DS-15‘_DS-15A (PEGJNOLM_00074)
58 60 62 77
57 59] 61| 63 64 65 66 68 69 70 72 73| 75 | [78 79
— _— —
IMGPR_plasmid_3300029512_000038:43,795-68,353 (+)
PDC-S05_WP_091962608.1 (JLFEAJKA_00074)
Tyrosine recombinase XerC (JLFEAJKA_00055) DS-15_ DS-15A (JLFEAT@-\,OOOU)
58 PDC-S01_WP_099993690.1 (JLFEAJKA_00065) 75
5657 5960 61 62 63 64 66 67 68 69 70 ZIT7§ [76 77
— L] —_—

IMGPR_plasmid_3300029681_000025: 43,752-68,340 (+)
PDC-S05_WP_091962608.1 (JDCKFALI_00046)
DS-15_DS-15A (JDCKFALI_00044)
30 PDC-501_WP_099993690.1 (JDCKFALI_00037) 47
2829 3132 33 34 35 36 3839 40 41 42 43| 45 | 4849

IMGPR_plasmid_3300029030_000060: 22,879-45,062 (+)
PDC-S01_ WP_099993690.1 (GILOAJPM_00012)
Tyrosine recombinase XerC (GILOAJPM_00022) PDC-505_WP_091962608.1 (GILOAJPM_00004)
19 DS-15_DS-15A (GILOAJPM_00006)
23 2120 1817 16 15 14 13 11 10 9 8 7] 5]321

18—

IMGPR_plasmid_3300029715_000059: 83-24,665 (-)
PDC-S01_WP_099993690.1 (HDGDCAIE_00012)

Tyrosine recombinase XerC (HDGDCAIE_00022) PDC-S05_WP_091962608.1 (HDGDCAIE_00004)
19 DS-15_DS-15A (HDGDCAIE_00006)
2120 1817 16 15 14 13 11 10 9 8 7] 5]321

OEd—@E- I D CEE-CHEDEAEHED)

LB
IMGPR_plasmid_3300029733_000061: 93-24,683 (-)

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (OLOHOHGA_00002)
PDC-S01_WP_099993690.1 (OLOHOHGA 00015)
Tyrosine recombinase XerC (OLOHOHGA 00025) PDC-S05_WP_091962608.1 (OLOHOHGA_00006)
22 DS-15_DS-15A (OLOHOHGA_00008)
2423 2120 19 18 17 16 141312 11 10 9 | 7 | 543 1

I

IMGPR_plasmid_3300029029_000017: 71-25,777 (-)
Putative fimbrium anchoring subunit Fim4B (MBDKFMDF_00009)
PDC-S01_WP_099993690.1 (MBDKFMDF_00013)

Tyrosine recombinase XerC (MBDKFMDF_00024) PDC-$05_WP_O91962608.1 (MBDKFMDF_00004)
22 20 18 DS»lS;DS-lSA(MBDKFMDF,OOOOé)
2321[ 19] 17 16 15 14 121210 | 8 7] 5[321

MOEd—E@E- It D EEE - DD EEH DD

[} _—
IMGPR_plasmid_3300029450_000030: 74-24,649 (-)
PDC-S01_WP_099993690.1 (NHLGGGCA_00068)
Tyrosine recombinase XerC (NHLGGGCA_00058) PDC-S05_WP_091962608.1 (NHLGGGCA_00077)
61 DS-15_DS-15A (NHLGGGCA_00075)
5960 6263 64 65 66 67 6970 71 72 73 74| 76 | 78

I

-— -
IMGPR_plasmid_3300007853_000014: 46,493-69,997 (+)

Nucleotidyl transferase AbiEii__AbiEii toxin, Type IV TA system (KBCJHEDH_00006)
PDC-S31_WP_063883643.1 (KBCJHEDH_00015)
PDC-S01_WP_099993690.1 (KBCJHEDH_00020) PDC-S05_WP_091962608.1 (KBCJHEDH_00004)
Tyrosine recombinase XerC (KBCJHEDH_00031) REase_MTase_|IG_00003 Type (KBCJHEDH_OOOlO)
29 27 25 DS-15_DS-15A (KBCJHEDH_00008)
30 28] 26| 24 23 22 21 19 18 17 16 |14 1312 11 \ 91 7 | 5321

I

- EE—— — —-— -
IMGPR _plasmid_3300029514_000031: 95-33,936 (-)

HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (OHKBGGLB_00070)
HTH-typ?transcriptionaI activator RhaS (OHKBGGLB_00075)
PDC-M30B_WP_013406987.1 (OHKBGGLB_00072)
PDC-S05_WP_091962608.1 (OHKBGGLB_00066)

Tyrosine recombinase XerC (OHKBGGLB_00047) DS-15__DS-15A (OHKBGELB_OOO&4J 151380 family transposase I1SBf12 (OHKBGGLB_00078)
50 PDC-501_ WP_099993690.1 (OHKBGGLB_00057) 67 69 151380 family transposase 1S613 (OHKBGGLB_00079)
4849 5152 53 54 55 56 5859 60 61 62 63| 65 | [68]| 71 | 73 74 | 7677| | 80
— —_— - -_—

IMGPR_plasmid_3300029392_000083: 36,850-70,491 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (NHFEKONP_00069)
HTH-typ?transcriptional activator RhaS (NHFEKONP_00074)
PDC-M30B_WP_013406987.1 (NHFEKONP_00071)
PDC-S05_WP_091962608.1 (NHFEKONP_00065)

Tyrosine recombinase XerC (NHFEKONP_00047) DS-15_DS-15A (NHFEKBNP_OOOJS?»)
50 PDC-S01_WP_099993690.1 (NHFEKONP_00057) 66 68
4849 5152 53 54 55 56 58 59 60 61 62| 64 ( 67 T 70 72 73 75

I _— _—— - -_—
IMGPR_plasmid_3300008129_000026: 36,165-66,025 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (COLDEPJB_00012)
HTH-tyﬁgtranscriptional activator RhaS (COLDEPJB_00007)
PDC-M30B_WP_013406987.1 (COLDEPJB_00010)
PDC-505_WP_091962608.1 (COLDEPJB_00016)

Tyrosine recombinase XerC (COLDEPJB_00034) DS-15_DS-15A (COLDEﬁJB_OOOiB)
31 PDC-S01_WP_099993690.1 (COLDEPJB_00024) 15 13 PDC-S05_WP_065233724.1 (COLDEPJB_00002)
3332 3029 28 27 26 25 23 22 21 20 19| 17 T 14 T 11 9 8 \ 6 5 4 3 Tyrosine recombinase XerC (COLDEPJB_00001)
— —_— —_— - -_— -

IMGPR_plasmid_3300039372_000035: 543-35,681 (-)
PDC-S05_WP_091962608.1 (JBNGNFLA_00016)

PDC-501_WP_099993690.1 (JBNGNFLA_00024) anti-RM (AP1S108) (JBNGNFLA_00011)
Tyrosine recombinase XerC (JBNGNFLA_00035) Putative fimbrium anchoring subunit Fim4B (JBNGNFLA_00021)Sensor histidine kinase RcsC (JBNGNFLA_00010)
3331 29 DS-15_DS-15A (JBNGNFLA_00018) 13
34732[ 30 28 27 26 25 23 22 | 20 19[17 | 15 14 12 9 8 7 6 543 2 1
— L] _— —
IMGPR_plasmid_3300014563_000023: 214-42,623 (-)
PDC-S05_WP_091962608.1 (ENOAHHME_00078)
anti-RM (AP15108) (ENOAHHME_00084)
Tyrosine recombinase XerC (ENOAHHME_00059) DS-15_DS-15A (ENOAHHME_00076)
62 PDC-501_WP_099993690.1 (ENOAHHME_00069) 79 Sensor histidine kinase RcsC (ENOAHHME_00085)
6061 6364 65 66 67 68 707172 73 74 75| 77 | [80 81 82 83 | 86 87
— _— —_— —
IMGPR_plasmid_3300029451_000018:46,741-82,368 (+)
9876 5 4 3 2 1
IMGPR_plasmid 3300008421 000112:331-11,992 (-)
Tyrosine recombinase XerC (BLKJLNHA_00057)
60
58 61
51 52 T59|16263 64 65 66 67 PDC-S01_WP_099993690.1 (BLKJLNHA_00068)
—

IMGPR_plasmid_3300023495_000011:42,903-59,472 (+)
1S30 family transposase 154351 (AKPFHLKF_00016)
Tyrosine recombinase XerC (AKPFI—m,OOOU)
15 13 11 PDC-S01_WP_099993690.1 (AKPFHLKF_00004)
‘T@TQT@‘? 8 7 6 5 32 1

IMGPR _plasmid_2879396904_000002: 31-19,505 (-)
1S30 family transposase 154351 (AHCHHPAM_00015)
Tyrosine recombinase XerC (AHCHMM_OOOM)
14 11 PDC-501_WP_099993690.1 (AHCHHPAM_00003)
] 13121098 7 6 5 4 2 1

IMGPR _plasmid_2914245327_000003: 57-18,162 (-)
15 13 11PDC-501 WP_099993690.1 (PNHIKDLK_00006)
16 14 12] 10 9 8 7 54 3 2 1

IMGPR_plasmid_3300029321_000055: 170-18,604 (-)
Tyrosine recombinase XerC (IBBLNLPD_00013)

12 10 PDC-S01 WP_099993690.1 (IBBLNLPD_00002)
T11798 7 6 5 4 3 1
—

IMGPR _plasmid 3300023499 000028:121-17,252 (-)
Tyrosine recombinase XerC (ADMKONHK_00056)
59
57 60
Ts8|T6162 63 64 65 66 PDC-SO1 WP_099993690.1 (ADMKONHK_00067)

IMGPR _plasmid_3300023490_000027:43,707-59,471 (+)
Tyrosine recombinase XerC (EJEBFPPA_00062)
65 PDC-S01_WP_099993690.1 (EJEBFPPA_00072)
6364 6667 68 69 70 71 73 74

—
IMGPR_plasmid_3300008096_000052: 50,189-67,618 (+)

PDC-S01_WP_099993690.1 (AOKPEBLF_00066)
Tyrosine recombinase XerC (AOKPEBLF_00056)
59 68
SZ@TQOQ 62 63 64 65 67 Té?

IMGPR_plasmid_3300029430_000058:43,775-61,577 (+)
Tyrosine recombinase XerC (IPAOBELN_00014)
11 PDC-S01_WP_099993690.1 (IPAOBELN_00004)
1312 10 9 8 7 6 5 3 2 1

CaEd—E@E- D CER-E-CHDD

—
IMGPR_plasmid_3300007806_000009: 585-20,167 (-)

Tyrosine recombinase XerC (IFBDAGGD_00014) IS5 family transposase ISMac15 (IFBDAGGD_00002)
11 PDC-501_WP_099993690.1 (IFBDAGGD_00004)
1312 10 9 8 7 6 5 3 | 1
I

IMGPR _plasmid_3300007991_000037: 538-20,060 (-)
31 PDC-S01_ WP_099993690.1 (GPBOKLHN_00038)
2930 3233 34 35 36 37 39 40 41
dad—C-ID-D-CKETHD-CIED
IMGPR_plasmid_3300029236_000136:22,853-39,117 (+)

10 PDC-S01_WP_099993690.1 (HCEAKAMC_00003)
12119 8 7 6 5 4 2 1
—
IMGPR_plasmid_2936900189_000007: 536-16,792 (-)
Tyrosine recombinase XerC (IMHAKNAP_00015)

12 PDC-501_WP_099993690.1 (IMHAKNAP_00005)
14131110 9 8 7 6 43 2 1

OEd—E@E- D D EE- I

—
IMGPR _plasmid_3300008478_000017:274-19,343 (-)
Tyrosine recombinase XerC (HEDEGDBI_00047)
50 PDC-S01_WP_099993690.1 (HEDEGDBI_00057)
4@{5;12 53 54 55 56 58 59 60

KA@M DCEEED-CHED

IMGPR_plasmid_3300008404_000042: 36,744-55,409 (+)
PDC-S01_WP_099993690.1 (DOFBFHAG_00067)
Tyrosine recombinase XerC (DOFBFHAG_00056)
58 60 62
5759] 61] 63 64 65 66 68 69

IMGPR_plasmid_3300029482_000047:43,746-61,119 (+)
PDC-S01_WP_099993690.1 (HPCIOJMO_00067)
Tyrosine recombinase XerC (HPCIOJMO_00056)
58 60 62
57 59] 61 63 64 65 66 68

IMGPR_plasmid_3300029607_000043: 43,735-60,861 (+)
10 PDC-S01 WP_099993690.1 (NCDONMEM_00002)
12179 87 6 5 4 3 1
KO- EEHEDC
I
IMGPR_plasmid_3300029133_000181: 83-14,805 (-)
PDC-S01_WP_099993690.1 (CNOPMCHA_00067)
Tyrosine recombinase XerC (CNOPMCHA_00056)
58 60 62
57 59] 61| 63 64 65 66 68 69 70

IMGPR_plasmid_3300029101_000040: 43,728-62,387 (+)
Tyrosine recombinase XerC (FPGBNHNO_00014)
11 PDC-S01_WP_099993690.1 (FPGBNHNO_00003)
13121098 7 6 5 4 2 1

IMGPR_plasmid_3300014780_000027: 12-18,653 (-)
Tyrosine recombinase XerC (AAKNAHED_00015)
13 11 PDC-S01_WP_099993690.1 (AAKNAHED_00004)
1412] 109 8 7 6 5 32 1

—
IMGPR_plasmid_3300007664_000026: 189-18,840 (-)

PDC-501_WP_099993690.1 (BLDPCGPB_00067)
Tyrosine recombinase XerC (BLDPCGPB_00056)
58 60 62
5759] 61 63 64 65 66 68 69 70

IMGPR _plasmid 3300029228 000031:44,241-62,905 (+)
Tyrosine recombinase XerC (DHHLGCNK_00056)
58 60 62
5759] 61] 63 64 65 66 PDC-501 WP_099993690.1 (DHHLGCNK_00067)

IMGPR_plasmid_3300029119_000036:43,755-59,517 (+)
Tyrosine recombinase XerC (DBNJOGDP_00012)
10
11T§8 76 5 4 3 2 PDC-S01_WP_099993690.1(DBNJOGDP_00001)

IMGPR_plasmid_3300029209_000042: 346-16,108 (-)
Tyrosine recombinase XerC (NMMJHPLK_00013)
10 PDC-S01_WP_099993690.1 (NMMJHPLK_00002)
121179 87 6 5 4 3 1

CMOEa—E-MnD-DEIEHEd

IMGPR_plasmid_3300008081_000029: 246-16,656 (-)
PDC-S01_WP_099993690.1 (DFPEEMKB_00038)
29 31 33
2830] 32] 34 35 36 37 39

IMGPR _plasmid_3300029880_000151: 22,841-36,936 (+)
PDC-S01_ WP_099993690.1 (CHLGKLML_00039)
30 32 34
2931] 33] 35 36 37 38 40

IMGPR _plasmid_3300029712_000174:23,387-37,737 (+)
PDC-S01_ WP_099993690.1 (ABBFAMGD_00067)
Tyrosine recombinase XerC (ABBFAMGD_00056)
58 60 62
57 59] 61 63 64 65 66 6869

IMGPR _plasmid_2901581195 000007: 44,160-61,580 (+)
10 PDC-501 WP_099993690.1 (LNDFNMHB_00002)
121198 7 6 5 4 3 1
dd—CHD-DCETHE
I
IMGPR plasmid_3300029401_000108: 417-15,141 ()
30 PDC-S01 WP_099993690.1 (CFOKJDOJ_00037)
2829 3132 33 34 35 36 38
ACA—CHD-DCRETHE]
—
IMGPR _plasmid_3300029795_000200: 22,202-35,991 (+)
PDC-S01 WP_099993690.1 (BEDCELFN_00066)
Tyrosine recombinase XerC (BEDCELFN_00055)
57 59 61
56 58] 60 62 63 64 65 67

IMGPR_plasmid_3300029694_000048: 42,948-60,877 (+)
Tyrosine recombinase XerC (ADOAMGKL_00056)
59 PDC-501_WP_099993690.1 (ADOAMGKL_00066) DS-15_DS-15A (ADOAMGKL_00073)
5758 6061 62 63 64 65 6768 69 70 71 72|

— -
IMGPR_plasmid_3300029406_000027: 43,899-65,680 (+)

Tyrosine recombinase XerC (NFNDNLHF_00056)
59 PDC-S01_ WP_099993690.1 (NFNDNLHF_00066) DS-15_DS-15A (NFNDNLHF_00073)
5758 6061 62 63 64 65 6768 69 70 71 72|

IMGPR _plasmid 3300029368 000023:43,755-65,737 (+)
Tyrosine recombinase XerC (IPLAPDOC_00056)
59 PDC-501_WP_099993690.1 (IPLAPDOC_00066)
5758 6061 62 63 64 65 6768 69 70 71

OEad—E@E- DD EH-CHEDDED

I
IMGPR _plasmid_3300008585_000019:43,736-64,494 (+)
Tyrosine recombinase XerC (NLJBNKCH_00015)
12 PDC-S01_WP_099993690.1 (NLJBNKCH_00005)
14131110 9 8 7 6 43 2 1

IMGPR_plasmid_3300029633_000057: 111-19,811 (-)
31 PDC-S01_WP_099993690.1 (MJNHBIKJ_00038)
223@32& 34 35 36 37 3940 41 42 43
dd—CHD- D CKETKHE DD
——
IMGPR_plasmid_3300029039_000110: 22,803-41,163 (+)
PDC-S01_WP_099993690.1 (CKHHJELN_00005)
Tyrosine recombinase XerC (CKHHJELN_00016)
14 12 10 Putative fimbrium anchoring subunit Fim4B (CKHHJELN_00002)
1513 11] 9 8 7 6 | 4 3 | 1

IMGPR_plasmid_3300008260_000029: 77-20,903 (-)
Tyrosine recombinase XerC (NBIGCDMI_00015)
12 PDC-S01_WP_099993690.1 (NBIGCDMI_00005)
11173T31@ 9 8 7 6 4 3 2 1

IMGPR_plasmid_3300008744_000033: 209-20,973 (-)
Tyrosine recombinase XerC (HOPGOPNO_00016)
13 PDC-S01_WP_099993690.1 (HOPGOPNO_00006)
1514 1211 10 9 8 7 5 4 3 2 1

OEd—E@E- D D EEH- - CHDEDA

—
IMGPR_plasmid_3300029332_000053: 230-21,435 (-)

PDC-S01_ WP_099993690.1 (GJDFPOLO_00007)
Tyrosine recombinase XerC (GJDFPOLO_00018)
16 14 12
1715 18] 11 10 9 8 6 5 4 3 2 Sporulationinitiation inhibitor protein Soj (GJDFPOLO_00001)

—
IMGPR_plasmid_3300029609_000043: 33-21,617 (-)

14 PDC-S01_WP_099993690.1 (KCBCABOC_00007)
171615 1312 11 10 9 8 6 5 4 3 2DS15_DS-15A(KCBCABOC_00001)

— -—
IMGPR_plasmid_3300029660_000069: 337-19,903 (-)

PDC-S01 WP_099993690.1 (MPAAHDLN_00008)
19 17 15 13 3
T1816] 14] 12 11 10 9 7 6 5 4 |2 Sporulationinitiation inhibitor protein Soj (MPAAHDLN_00001)

IMGPR _plasmid_3300014785_000043: 240-19,344 (-)
Tyrosine recombinase XerC (ACOFKGID_00009)

7
865 4 3 21

IMGPR_plasmid_3300007797_000019: 119-12,878 (-)
Tyrosine recombinase XerC (FKONAJJE_00010)

8
9]76 54 3 21

IMGPR_plasmid_3300007717_000029: 128-12,885 ()
29 31 33
28 30] 32| 34 3536

IMGPR plasmid 3300029323 000097: 22,118-32,468 (+)
31
2930 3233 34 35 36

IMGPR_plasmid_3300036950_000337: 23,255-34,120 (+)
PDC-S05_WP_091962608.1 (LFPCMNFD_00074)
anti-RM (AP15108) (LFPCMNFD_00080)

Tyrosine recombinase XerC (LFPCMNFD_00055) DS-15_ DS-15A (LFPCMNFD_00072)
58 PDC-S01_ WP_099993690.1 (LFPCMNFD_00065) 75 84
5657 5960 61 62 63 64 6667 68 69 70 71| 73 | [76 77 78 79 81828385 86 8788 89 9 91

— L —
IMGPR_plasmid_3300029786_000035:43,757-81,728 (+)

PDC-S05_WP_091962608.1 (LLEGGPDO_00009)
DNA-binding protein HU (LLEGGPDO_00005)
Tyrosine recombinase XerC (LLEGGPDO_00024) DNA-invertase hin (LLEGGPDO_00011)
21 MazEF_MazF (LLEGGPDO_00007)
232202019 18 17 16 15141312 | 10| 8[6 [4321

-_— -
IMGPR_plasmid_3300029334_000034: 521-22,153 (-)

ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NFO33387.1) (HAHMBIJG_00022)
tet_monoox_X-NCBIFAM tetracycline-ina?t’ﬁating monooxygenase Tet(X) (NFO33111.2) (HAHMBIJG_00023)
tet_monoox_X-NCBIFAM tetracycline-inacfivating monooxygenase Tet(X) (NFO33111.2) (HAHMBIJG_00024)
PDC-505_WP_205197604.1 (HAHMBIJG_00013)
Tyrosine recombinase XerC (HAHMBIJG_00014)
21 2019 18 1716 15 | Tyrosine recombinase XerC (HAHMBIJG_00012)

I E— — -
IMGPR_plasmid_3300029378_000116: 9,133-29,261 (-)

ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NFO33387.1) (MFLPAGOB_00049)
tet_monoox_X-NCBIFAM tetracycline—ina?tWating monooxygenase Tet(X) (NFO33111.2) (MFLPAGOB_00048)
tet_monoox_X-NCBIFAM tetracycline-inacfivating monooxygenase Tet(X) (NFO33111.2) (MFLPAGOB_00047)
Glutathione-regulated potassium-efflux system protein KefB (MFLPAGOB_00060)
PDC-S05_WP_205197604.1 (MFLPAGBB_OOOSS)
Tyrosine recombinase XerC M FLPAGOB,OOOS 9)

Tyrosine recombinase XerC (I\‘/IFLISAGOB_OO:OS7) TonB-dependent receptor P26 (MFLPAGOB_00064)
TonB-dependent receptor P39 (MFLPAGOB_00062)
50 5152 53 5455 56 61 63 | 65

=D

—— E— — -
IMGPR_plasmid_3300029393_000086: 36,845-67,845 (+)

ANT_6_aadS-NCBIFAM AadS family aminoglycoside 6-adenylyltransferase (NFO33387.1) (JJGCEPLA_00051)
tet_monoox_X-NCBIFAM tetracycline-ina?t'ﬁating monooxygenase Tet(X) (NFO33111.2) (JJGCEPLA_00050)
tet_monoox_X-NCBIFAM tetracycline-inacfivating monooxygenase Tet(X) (NFO33111.2) (JJGCEPLA_00049)
PDC-S05_WP_205197604.1 (JJGCEPLA_00060)

TyrosineTrecombinase XerC (JJGCEPLA_00062)
Tyrosine recombinase XerC (JJGCEPLA_00061)
Tyrosine recombinase XerC (JJGCEPLA_00059) 65
52 5354 55 5657 58 | | | 6364 6667 68 69 70 71 PDC-S01_ WP_099993690.1 (JJGCEPLA_00072)

I B
IMGPR_plasmid_3300029386_000102: 38,804-67,620 (+)
[ 10000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




