
IMGPR_plasmid_3300029414_000083: 29,546-54,346 (+)

32 33 34 35

Nucleoid occlusion protein (KEIHIAHI_00036)
DS-15__DS-15A (KEIHIAHI_00037)

38 39 40 41 42
BopD (VF0362) (KEIHIAHI_00043)

44

Diacetylchitobiose uptake system permease protein NgcF (KEIHIAHI_00045)
Diacetylchitobiose uptake system permease protein NgcG (KEIHIAHI_00046)

Kojibiose phosphorylase (KEIHIAHI_00047)

Beta-phosphoglucomutase (KEIHIAHI_00048)
shah_acc_0214 GlgB (KEIHIAHI_00049)

IMGPR_plasmid_3300029423_000085: 25,574-54,691 (+)

28 33 34 35

Tyrosine recombinase XerC (JIEGJIKJ_00036)
BopD (VF0362) (JIEGJIKJ_00037)

38

Diacetylchitobiose uptake system permease protein NgcF (JIEGJIKJ_00039)
Diacetylchitobiose uptake system permease protein NgcG (JIEGJIKJ_00040)

Kojibiose phosphorylase (JIEGJIKJ_00041)

Beta-phosphoglucomutase (JIEGJIKJ_00042)

shah_acc_0214 GlgB (JIEGJIKJ_00043)
44

Tyrosine recombinase XerC (JIEGJIKJ_00045)
Pseudouridine kinase (JIEGJIKJ_00046)

IMGPR_plasmid_3300023505_000080: 361-15,720 (-)

1234

IMGPR_plasmid_3300029725_000078: 32,507-46,043 (+)

32 36 Pyridoxal phosphate homeostasis protein (JKEDANPA_00037)
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


