Diacetylchitobiose uptake system permease protein NgcG (CJKJBIEM_00038)
Diacetylchitobiose uptake system permease protein NgcF (CJKJBIEM_00037)
1,3-beta-ga|actosyl-N»acety‘/lhexosamine phosphorylase (CJKJBIEM_00039)
HTH-type transcriptional activator Rha$ (CJKJBIEM_00035)

32 3334 36 | | | 40

IMGPR_plasmid_3300023505_000080: 35,907-45,767 (+)
Diacetylchitobiose uptake system permease protein NgcG (NNFDJNAK_00005)
1,3-beta-galactosyl-N-acetylhexosamine phosphorylase (NNFDJNAK_00004)
Anaerobic sulfatase-maturating enzyme (NNFDJNAK_00002)
Aryléulfatase (NNFDJNAK_00003)
Diacetylchitobiose uptake system permease protein NgcF (NNFDJNAK_00004) 1

IMGPR_plasmid_3300029793_000148:113-12,701 (-)
47

IMGPR_plasmid_3300029348_000056:44,337-49,843 (+)
Diacetylchitobiose uptake system permease protein NgcG (KEIHIAHI_00005)
Diacetylchitobiose uptake system permease protein NgcF (KEIHIAHI_00007)
6| 4 3 21

IMGPR _plasmid_3300029414_000083: 9-9,295 (-)
1,3-beta-galactosyl-N-acetylhexosamine phosphorylase (FOPJICBD_00013)
Anaerobic sulfatase-maturating enzyme (FOPJICBD_00011)
putative chromate transport protein (FOPJICBD_00009)
Diacetylchitobiose uptake system permease protein NgcG (FOPJICBD_00014) —ﬁyrosine recombinase XerC (FOPJICBD_00004)

42

N-acetyIHexosamine 1-kinase (FOPJICBD_(%OOS) Nucleoid occlusion protein (FOPJICBD_00045)
Arylsulfatase (FOPJICBD_00012) DS-15__DS-15A (FOPJICBD_00046)
Diacetylchitobiose uptake system permease protein Nch (FOPJICBB?OOOlS)\ 10 76 5 3 2 1 \ 4443
—

IMGPR_plasmid_3300029785_000108: 1-20,615 (-); 40,818-51,913 (-)
[ 10000 nt i
defence (DefenseFinder)
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