gac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NFO00089.1) (ENDKCICB_00004)
Putative transposon Tn552 DNA-invertase bin3 (ENDKCICB_00006)

HTH-type transcriptional regulator QacR (ENDKCICB_00005) Cadmium, cobalt and zinc/H(+)-K(+) antiporter (ENDKCICB_00013)
151182 family transposase 1SSep1 (ENDKCICB_60012)
26 12 3 7 8 9 10 11 \ 14  Copper-sensing transcriptional repressor CsoR (ENDKCICB_00015)
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IMGPR_plasmid_3300053491 008596: 19,595-21,423 (+); 1-11,640 (+)
Putative transposon Tn552 DNA-invertase bin3 (NCOFBKMB_00022)
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IMGPR_plasmid_3300053491_016066: 12,357-19,650 (+); 1-4,403 (+)
Putative transposon Tn552 DNA-invertase bin3 (FKHKGBDG_00013)
16 12 11
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IMGPR_plasmid_3300053491 011101:4,176-15,921 (-)

Putative transposon Tn552 DNA-invertase bin3 (EICHPKPE_00023)
24 25 151182 family transposase 1SSep1 (EICHPKPE_00005)
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IMGPR_plasmid_3300053491 011094: 13, 949 21, 518( ); 1-6,017 (+ )
1 Copper exporter (VF0849) (KFFDDKPP_00009)

m%@u

\MGPR,p\asm\d733OOOS3491,008598 15,318-19,626 (+); 1-8,273 (+)
Putative transposon Tn552 DNA-invertase bin3 (FANBGJLE_00010)
1S6 family transposase 1SSaué (FANBGJLE_00009)
11 \ 8  MerP-TIGRFAMs TIGRFAMSs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (FANBGJLE_00003)
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IMGPR_plasmid_3300053491_004545: 1,492-14,107 (-) =

1S6 family transposase 1S431R (AGIFEMOK_00023)
Bifunctional AAC/APH (AGIFEMOK_00024)
Putative transposon Tn552 DNA-invertase bin3 (AGIFEMOK!OOO20) 25 1S6 family transposase 1S431R (AGIFEMOK_00026)
K e O - - IS o b
\MGPRip\asm'\d7330005349170m7476 (+); 1-6,417 (+)
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virulence (VFDB) AMR (AMRFinderPlus)




