
IMGPR_plasmid_3300053491_006491: 5,177-18,329 (+)
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putative lipoprotein YehR (LJGHLOEP_00010)
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qac_MFS_AB-NCBIFAM QacA/B family quaternary ammonium compound efflux MFS transporter (NF000089.1) (LJGHLOEP_00021)
HTH-type transcriptional regulator QacR (LJGHLOEP_00022)

IMGPR_plasmid_3300053491_003688: 14,167-19,747 (+); 1-7,408 (+)
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IMGPR_plasmid_3300053491_014426: 9,945-21,633 (+)

16 17
Putative transposon Tn552 DNA-invertase bin3 (AGIFEMOK_00020)
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IMGPR_plasmid_3300053491_008605: 1-5,527 (-); 14,467-19,726 (-)

13
AAC_6p_set_A-NCBIFAM aminoglycoside 6'-N-acetyltransferase (NF012165.0) (GKHOIBPE_00006)
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IMGPR_plasmid_3300053491_008596: 15,206-21,423 (+); 1-5,834 (+)
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