Putative hydroxypyruvate reductase (LJMJNPBI_00139)

Steroid 3-ketoacyl-CoA thiolase (LJMJNPBI_00141)
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IMGPR_plasmid_2788500505_000004: 22,732-32,168 (+)

3-phenylpropionate-dihydrodiol/cinnamic acid-dihydrodiol dehydrogenase (DIFJLJJL_00118)
124 Disulfide-bond oxidoreductase YfcG (DIFJLJJL_00119)
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Steroid 3-ketoacyl-CoA thiolase (IONELPLO_00005)

N\ SO T Oy I

I
IMGPR_plasmid_3300022150_000053: 6,322-13,809 (+)

Acetolactate synthase isozyme 2 large subunit (ACGMBBNB_00120)
Steroid 3-ketoacyl-CoA thiolase (ACGMBBNB_00129) 124 119
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IMGPR_plasmid_3300005663_000034: 127,615-139,352 (-)
Steroid 3-ketoacyl-CoA thiolase (JCIKLLPG_00003) 8
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IMGPR_plasmid_2622736527_000007: 328-8,833 (+)
vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NFO33120.0) (PEMKDKDG_00007)
Type Il secretion system protein G (PEMKDKDG_00002)

Adaptive-response seﬁsory—kinase SasA (PEMKDKDG_00008)

Secretin XcpQ (PEMKDKDG‘_OOOOé) Putative hydroxypyruvate reductase (PEMKDKDG_00010)
1 3 4 5 \ Sensor histidine kinase RcsC (PEMKDKDG_00009)
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IMGPR_plasmid_3300025180_000023: 3-19,199 (+)
vanR_FM-NCBIFAM vancomycin resistance response regulator transcription factor, VanR-F/VanR-M family (NFO33120.0) (KHDMHGAG_00015)
C4-dicarboxylate TRAP transporter large permease protein DctM (KHDMHGAG_00007)
Adaptive-response sensory-kinase SasA (KHDMHGAG_00016)
Solute-binding protein (KHDMHGAG_00009)

HTH-type transcriptional regulator LutB (KHDMHGAG_00005) SigE (VF0295) (KHDMHGAG_00014)
Michele_1A_hits_grouped (KHDMHGAG_00003) Cytochrome cé (KHDMHGAG_OOOl?) ‘ Putative hydroxypyruvate reductase (KHDMHGAG_00018)
12 4 | 6 | 8 10 11 13 | | Sensor histidine kinase ResC (KHDMHGAG_00017)

@@ OO I@EC AT (K KD

— —— -_—
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