
IMGPR_plasmid_3300029589_000158: 928-6,533 (+)

Thiosulfate sulfurtransferase GlpE (IFDAELCO_00001)
Thioredoxin (IFDAELCO_00002)

3-alpha-hydroxycholanate dehydrogenase (NADP(+)) (IFDAELCO_00003)

4

ATP-dependent RecD-like DNA helicase (IFDAELCO_00005)

6 7 8
FbpABC (VF0272) (IFDAELCO_00009)

10

IMGPR_plasmid_3300029845_000089: 851-5,092 (+)

1 ATP-dependent RecD-like DNA helicase (NEJFIANA_00002)

IMGPR_plasmid_3300029552_000071: 14,222-21,574 (-)

20REase_I_00001 Type (CHJPCKME_00021)

IMGPR_plasmid_3300029557_000059: 262-6,336 (+)

PDC-S05_WP_135110477.1 (LBJMHMPI_00001)
2 3 4

IMGPR_plasmid_3300028970_000044: 10,979-18,911 (-)

1318

Lamassu-Fam__LmuC_acc_Cap4_nuclease (HDGKAHJA_00019)
Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (HDGKAHJA_00020)

21

IMGPR_plasmid_3300014940_000042: 188-8,352 (+)

putative RNA 2'-phosphotransferase (GOIKFJHF_00001)

2 3 4
DarTG__DarG (GOIKFJHF_00005)

PDC-S07_WP_110056698.1 (GOIKFJHF_00006)

7 8

IMGPR_plasmid_3300029713_000178: 1,021-11,585 (+)

1 2 3 4 5
DNA polymerase IV (OJJAOEAC_00006)

capH (OJJAOEAC_00007)

8 9

4000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)


