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putative RNA 2'-phosphotransferase (GOIKFJHF_00001)
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4 |
l a b ’ )| ) )

IMGPR_plasmid_3300014940_000042: 188-8,352 (+)

7

8
—
capH (OJJAOEAC_00007)

DNA polymerase IV (OJJAOEAC_00006)
1 2 3 4 5 8 9

@———¢—@ T — - [0 S o U S

——
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