resist_ArsN1b-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (APGBAAPL_00037)
tRNA 5-methylaminomethyl-2-thiouridine biosynthesis bifunctional protein MnmC (APGBAAPL_00029)
Peroxyureidoacrylate/ureidoacrylate amidohydrolase RutB (APGBAAPL_00030) 4-hydroxy-4-methyl-2-oxoglutarate aldolase/4-carboxy-4-hydroxy-2-oxoadipate aldolase (APGBAAPL_00042)

COGOé40‘Csa3_1_CAS-I-II-III-IV-V-VI (APGBAAPL_00031) 4 HTH-type transcriptional regulator KipR (APGBAAPL_00041)
| Threonine efflux protein (APGBAAPL_00036) |
N-ethylmaleimide reductase (APGBAAPL_00032) Hydroxypyruvate reductase (APGBAAPL_00043)
Thiazole synthase (APGBAAPL_00027) 2-hydroxypropyl-CoM lyase (APGBAAPL_00039)
28 | | | 33 34 35 | 38 40 44

\MGPR_p\asm'\d_2609460211>00525: 26,325-40,873 (+)
resist_ArsN1b-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (APJPMHAO_00033)
Threonine efflux protein (APJPMHAO_00032)
2-hydroxypropyl-CoM lyase (APJPMHAO_00036)
29 30 31 | 34 35 37

\MGPR,p\asm'\d733000314147005362 22,117-33,588 (+)
4-hydroxy-4-methyl-2-oxoglutarate aldolase/4-carboxy-4-hydroxy-2-oxoadipate aldolase (IGLFJAHJ_00004)

RND_perm_OgxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (IGLFJAHJ_00008)
N-(3-oxo-hexanoyl)-Lhomoserine lactone QS system (VF0906) (IGLFJAHJ_00002)

Multidrug resistance protein MdtA (IGLFJAHJ_00009) DNA-binding transcriptional repressor YiaJ (IGLFJAHJ_00005)
Threonine efflux protein (IGLFJAHJ_00010) 2-hydroxypropyl-CoM lyase (IGLFJAHJ_00007) ‘Quorum sensing (VF0093) (IGLFJAHJ_00001)
12 11 \ 6 Hydroxypyruvate reductase (IGLFJAHJ_00003) \
C XX K HCOHE@—{ o < K EEHT L O]

IMGPR _plasmid_3300013025_000061: 1,182-20,533 (-)
putative N»acetyltransferaiglycN (KNDIMNMJ_00004)
Multidrug resistance protein MdtA (KNDIMNMJ_00002)
Threonine efflux protein (KNDIMNMJ_00003)
5 \ \ 1

aag@d—dm < - g —aaE—h—3

\MGPR,p\asm'\d733000273127005262 429-10,883 (-)
resist_ArsN1b-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (HAEAMOBN_00031)
Threonine efflux protein (HAEAMOBN_00030)
2-hydroxypropyl-CoM lyase (HAEAMOBN_00034)
28 29 | 32 33 35

C XX K

|
IMGPR_plasmid_3300031418_000297: 20,032-28,983 (+)
24 25 26

C KX K HOCKE
IMGPR_plasmid_330003 1317000418: 16,648-22,060 (+)
resist_ ArsN1b-NCBIFAM arsinothricin resistance N-acetyltransferase ArsN1 family B (NFO40504.1) (JBAEMMGB_00026)
" 4-hydroxy-4-methyl-2-oxoglutarate aldolase/4-carboxy-4-hydroxy-2-oxoadipate aldolase (JBAEMMGB_00033)
L-amino acid N-acyltransfe\'ase MnaT (JBAEMMGB_00027)
DNA-binding transcriptional repressor Yia‘J (JBAEMMGB_00032)

Threonine efflux protein (JBAEMMGB_00025) Hydroxypyruvate reductase (JBAEMMGB_00034)
2-hydroxypropyl-CoM lyase (JBAEM MGB_00030) Putative tartrate transporter (JBAEMMGB_00038)
23 24 | | 28 29 31 | 35 36 37 39

daE—aK HOCHER-G@IHED K HEEHTDEED D@ — —@
IMGPR_plasmid_3300009011_000310: 14,823-32,400 (+)
k 7000 nt 1

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




