Thiol:disulfide interchange protein DsbC (AMGFFKIB_00096)
Protein TraC (AMGFFKIB_00094) AbiEi_WP_068866247.1 AbiEi (AMGFFKIB_00098)
90 91 92 93 95 | 97 99 100 101 102
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IMGPR_plasmid_2690316235_000002: 96,810-108,317 (+)
Protein TraC (FFAMPJKO_00023) 22 21
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IMGPR_plasmid_2698536321_000003: 21,527-32,907 (-)

92 AbiEii_WP_067065479.1 AbiEii (DOLMEPFL_00093)
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IMGPR_plasmid_2698536478_000004: 92,430-102,782 (+)
32 AbiEii WP_067065479.1 AbiEii (AMLGGFPO_00031)
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IMGPR_plasmid_2531839294_000003: 27,842-38,194 (-)

30 AbiEii_WP_067065479.1 AbiEii (JACCLDML_00029)
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IMGPR_plasmid_2630968964_000002: 26,524-36,878 (-)
AbiEii__AbiEi_3 Transcriptional regulator, AbiEi antitoxin, Type IV TA system (OEIFNELF_00032)
AbiEii_ WP_067065479.1 AbiEii (OEIFNELF_00033)
34 | 27
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IMGPR_plasmid_2645727553_.000002: 25,913-36,876 (-)

AbiEii_ WP_067065479.1 AbiEii (MCFMOPHE_00031)
32 2928 26 25
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IMGPR_plasmid_2627853965_000004: 25,915-36,877 (-)
RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA HTH (EHLOOKEO_00094)
RecBCD enzyme subunit RecD (EHLOOKEO_00099)
Cardiolipin synthase (EHLOOKEO_00096)
Protein TraC (EHLOOKEO_00092) \ 95 97 98 100
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IMGPR_plasmid_2695420755_.000001:92,191-111,125 (+)
26 25 AbiEii WP_067065479.1 AbiEii (CGGJPLHI_00024)
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IMGPR_plasmid_3300042258_000023:21,129-32,037 (-)

25 26
I
IMGPR _plasmid_3300042283 000057: 19,850-30,758 (+)
36 cas12f2_V-F_2 (NOOCDAOO_00031)
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IMGPR _plasmid_253183918%_000001: 30,802-44,346 (-)
Cardiolipin synthase (KOMEGACN_00032)
RtcR_PspF1--CARF_AAA HTH_RtcR_PspF1--CARF_AAA_HTH (KOMEGACN_00033) 31 RecBCD enzyme subunit RecD (KOMEGACN_00030)
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IMGPR_plasmid_2695420704_000003: 31,575-48,436 (-)

Cardiolipin synthase (JMIDOOKL_00093)
RtcR_PspF1--CARF_AAA HTH_RtcR_PspF1--CARF_AAA HTH (JMIDOOKL_00092) 94 RecBCD enzyme subunit RecD (JMIDOOKL_00095)
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IMGPR _plasmid_2690315805_000006: 92,484-109,345 (+)
RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA HTH (DLFBLIBE_00032)
Cardiolipin synthase (DLFBLIBE_00031)
37 \ 30 RecBCD enzyme subunit RecD (DLFBLIBE_00029)
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IMGPR_plasmid_2724679139_000005: 30,131-46,991 (-)

RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA HTH (JDIMEANK_00089)
Cardiolipin synthase (JDIMEANK_00090)
84 \ 91 RecBCD enzyme subunit RecD (JDIMEANK_00092)
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IMGPR_plasmid_2681813240_000003: 91,712-109,640 (+)

Cardiolipin synthase (JGPOIPPK_00035)
RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA HTH (JGPOIPPK_00036) 34 RecBCD enzyme subunit RecD (JGPOIPPK_00033) 29
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IMGPR_plasmid_2744054594_000003: 29,224-46,983 (-)

Cardiolipin synthase (OBHIAGHF_00102)

RtcR_PspF1--CARF_AAA_HTH_RtcR_PspF1--CARF_AAA HTH (OBHIAGHF_00101) 103 104 105

—— ——
IMGPR_plasmid_2609460068_000003: 92,355-110,113 (+)
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