4-hydroxyphenylacetate decarboxylase activating enzyme (JFILCJHE_00074)
Prolyl-tRNA editing protein ProX (JFILCJHE_00071) Trans-4-hyd roxy»[-proline dehydratase (JFILCJHE_00075)

Pyruvate, phosphate dikinase (JFILCJHE_00068) Xaa-Pro amina;eptidase (JFILCJHE_00072) TonB-dependent receptor P3 (JFILCJHE_00077)
63 64 65 66 67 69 70 \ Sensor histidine kinase ResC (JFILCJHE_00073) 76 78 79

EDDEEK HED —0H 4 =D

IMGPR_plasmid_3300008299_000102: 61,614-91,686 (+)
Pyruvate, phosphate dikinase (MDOMHFEA_00063)

IMGPR_plasmid_3300029820_.000104: 52,741-58,967 (+)

SubclassA2-NCBIFAM class A beta-lactamase, subclass A2 (NF012099.1) (BKPLAFGA_00005)
2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (BKPLAFGA_00007)
Ribosomal large subunit pseudouridine synthase D (BKPLAFGA_00015)
23S rRNA (uracil-C(5))-methyltransferase RImCD (BKPLAFGA_00016)
PDC-M30B_WP_013406987.1 (BKPLAFGA_00009)
Sugar phosphatase YidA (BKPLAFGA_00014) chloram_CathlFAM t‘ype A chlorémphenicol O-acetyltransferase (NFO00491.1) (BKPLAFGA_00001)
Sensor protein KdpD (BKPLAFGA_00010)
drt-cluster433 DRT (BKPLAFGA_00013) putative N-acetyltrarfsferase YvbK (BKPLAFGA_00006)
| Sensor protein SrrB (BKPLAFGA 00011) Trehalase (BKPLAFGA_00004)

Pyruvate, phosphate dikinase (BKPLAFGA_00017)  Protein SapB (BKPLAFGA_00012)| | 8 | 3 2
KX H H @ O @ HCHAC K K H

o

IMGPR_plasmid_3300029419_000090: 315-28,300 (-)
Ribosomal large subunit pseudouridine synthase D (HBJMEACN_00009)
23S rRNA (uracil-C(5))-methyltransferase RImCD (HBJMEACN_00010)
PDC-M30B_WP_013406987.1 (HBJMEACN_00003)
Sugar phosphatase YidA (HBJMEACN_00008)
Sensor protein KdpD (HBJMEACN_00004)
drt-cluster433 DRT (HBJMEACN_00007) ‘
‘ Sensor protein SrrB (HBJMEACN_00005)
Pyruvate, phosphate dikinase (HBJMEACN_00011)  Protein SapB (HBJMEACN_00006)| | 2 1

IMGPR_plasmid_3300029412_000108: 122-19,330 (-)

Ribosomal large subunit pseudouridine synthase D (FAPMJGNC_00084) Virulence-associated proteins (VF0679) (FAPMJGNC_00091)
Protein ViaA (FAPMJGNC_00089)
Protein ViaA (FAPMJGNC_00087)
23S rRNA (uracil-C(5))-methyltransferase RImCD (FAPMJGNC_00083) ATPase RavA (FAPMJGNC_00090)
Pyruvate, phosphate dikinase (FAPMJGNE_ 00082) 85 86 ATPase RavA (FAPMJGNC_00088) |92 93 9495

IMGPR_plasmid_3300007360_000043:70,471-93,278 (+) =
; 10000 nt |
defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




