Peptidyl-lysine N-acetyltransferase YiaC (CLNDAGBM_00001)
Trans-aconitate 2-methyltransferase (CLNDAGBM_00003)
| 2 4 5 6

IMGPR_plasmid_3300029848_000107: 18-3,601 (+)
AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NFO43067.1) (FALOOCNC_00032)

—
IMGPR_plasmid_3300029747_000139: 33,205-36,943 (-)
36

IMGPR_plasmid_3300029246_000169: 38,370-42,294 (-)
1

IMGPR_plasmid_3300030447_000120:218-4,142 (+)
PD-T4-6_WP_203635815.1 (HPHKKGDE_00041)
AbiLi-1 AbiLi (HPHKKGDE_00040)
44 43 42 ‘ 39 38 37  Shikimate kinase (HPHKKGDE_00036)
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IMGPR_plasmid_3300008081_000128:35,881-48,975 (-)
anti-CRISPR-Cas evasion by DNA repair (API1S131) (ALJMPFAI_00036)
Nucleoid occlusion protein (ALJMPFAI_00037)
DS-15_ DS 1SA (ALJMPFAI_ 00038)‘

41 40 35 34 33 32 31  Shikimate kinase (ALJMPFAI_00030)
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IMGPR_plasmid_3300029123 000108: 31,903-48, 988( )
[ 6000 nt i
defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus)




