Non-homologous end joining protein Ku (IHDOLMGB_00101) HTH-type transcriptional regulator DmIR (IHDOLMGB_00110)

Non-homologous end joining protein Ku (IHDOLMGB_00102) HTH-type transcriptional regulator DmIR (IHDOLMGB_00108)
ATP-dependent RecD-like DNA helicase Michele_2A _hits_grouped (IHDOLMGB_00106) Magnesium transport protein CorA (IHDOLMGB_00112)
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