AbilL__AbiLi2 (LGILNGLB_00011)
13 Nucleoid occlusion protein (LGILNGLB_00016)
10 12 T14 15 DS-15_ DS-15A (LGILNGLB_00017)

S O O K¢ —

EE——
IMGPR_plasmid_3300029735_000062: 7,362-15,350 (+)

Nucleoid occlusion protein (EJCCJKPP_00020)
19

21
N o O 0 H {]

——
IMGPR_plasmid_3300029714_000078: 11,641-18,555 (+)

I

DS-15__DS-15A (HOBLPMIK_00003)
5 Nucleoid occlusion protein (HOBLﬁMIK,OOOO‘l) 2 UvrABC system protein B (HOBLPMIK_00001)

KK e G T O O

E— —
IMGPR_plasmid_3300029887_000111:598-11,189 (-)

DS-15_DS-15A (FILDEKGH_00026)
Nucleoid occlusion protein (FILDEKGH_00025) 27 28 UvrABC system protein B (FILDEKGH_00029)

¢ K HEE = CTE-d

EEE— —
IMGPR_plasmid_3300029422_000097: 17,247-26,927 (+)

UvrABC system protein B (FKJEKOPD_00002)
DS-15_DS-15A (FKJEKOPD_00005)
Nucleoid occlusion protein (FKJEKOPD_00006) 4 3 1
. K H < A

EEE—
IMGPR_plasmid_3300029789_000063: 68-10,445 (-)

Mecl_of_mecA-NCBIFAM mecA-type methicillin resistance repressor Mecl (NFO00243.1) (NHNJNKKG_00004)
blaR1_generic-NCBIFAM BlaR1 family beta-lactam sensor/signal transducer (NFO00326.1) (NHNJNKKG_00003)
UvrABC system protein B (NHNJNKKG,OOOOS)
DS-15__DS-15A (NHNJNKKG_00008)
Nucleoid occlusion protein (NHNJNKKG_00009) 7 6 2 1

¢ KX H

EE—
IMGPR_plasmid_3300029766_000102: 48-14,394 (-)

UvrABC system protein B (BPMJLIBB_00004)
DS-15_DS-15A (BPMJLIBB_00008)
Nucleoid occlusion protein (BPMJLIBB_00009) 7 6 5 32 Regulatory protein SoxS (BPMJLIBB_00001)

C KK

E—
IMGPR_plasmid_3300029796_000124: 106-10,981 (-)

Mecl_of_mecA-NCBIFAM mecA-type methicillin resistance repressor Mecl (NFO00243.1) (BBIKJCHH_00004)
blaR1_generic-NCBIFAM BlaR1 family beta-lactam sensor/signal transducer (NF000326.1) (BBIKJCHH_00003)
UvrABC system protein B (BBI‘KJCHH_OOOBS)
DS-15_ DS-15A (BBIKJCHH_00008)
10 Nucleoid occlusion protein (BBIK]CHH,OOOO9)7 6
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EEE——
IMGPR_plasmid_3300029425_000134: 136-14,658 (-)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (ALFLCABL_00031)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NFO33091.0) (ALFLCABL_00033)
UvrABC system protein B (ALFLCABL,OOOSO)
DS-15_DS-15A (ALFLCABL_00027)
Nucleoid occlusion protein (ALFLCABL_00026) 28 29 32
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EE—
IMGPR_plasmid_3300029057_000072: 19,427-33,040 (+)

Tyrosine recombinase XerC (EKFOKOBE_00034)
Tyrosine recombinase XerD (EKFOKOBE_00033)

Chromosome-partitioning protein Spo0J (EKFOKOBE_00031) Tyrosine recombinase XerC (EKFOKOBE_00035)
DS-15__DS-15A (EKFOKOBE_00032) \ 36

K O 8 K < l

IMGPR_plasmid_3300029491_000039: 22,960-35,098 (+)
PDC-M13A_WP_033143007.1 (HCGGEJOH_00002)
PDC-M13C_WP_023354497.1 (HCGGEJOH_00004)
PDC-M13B_WP_002691346.1 (HCGGEJOH_00003)
RM_Type_IV_Type_IV_05 (HCGGEJOH_00005)
Nucleoid occlusion protein (HCGGEJOH_00057)
8 DS-15_DS-15A (HCGGEJOH' 00006)

S G o G (1 <

E—
IMGPR_plasmid_3300029248_000082: 71-10,806 (-)

UvrABC system protein B (HCGGEJOH_00001)

PDC-M13C_WP_023354497.1 (JPDGEBND_00003)
PDC-M13B_WP_002491346.1 (JPDGEBND_00002)

Nucleoid occlusion protein (JPDGEBND_00009) RM_Type_IV_Type_IV_05 (J PDGEBN D_00004)
1S66 family transposase 1ISCsc1 (JPDGEBND_00007)
DS-15_DS-15A (JPDGEBND_00008) 6 5 PDC-M13A_WP_033143007.1 (JPDGEBND_00001)

S o G H

I
IMGPR _plasmid_3300029043_000077:317-12,521 (-)
Nucleoid occlusion protein (DHDDFPPN_00002)
DS-15__DS-15A (DHDDFPPN_00001)

(O o G (O H L
IMGPR_plasmid_3300023538_000061: 63-7,563 (-)

Nucleoid occlusion protein (JNENAOHB_00028)
DS-15__DS-15A (JNENAOHB_00029)

(O o G (O S |

EE—
IMGPR_plasmid_3300023720_000051: 18,326-25,826 (+)

DS-15_DS-15A (AEFBKKOL_00030)
Nucleoid occlusion protein (AEFBKKOL_00029) 31 UvrABC system protein B (AEFBKKOL_00032)

S o G (SR HEEEE -

—
IMGPR_plasmid_3300029746_000079:22,173-32,164 (+)

DS-15__DS-15A (BCCHHEII_00015)
13 Nucleoidocclusionprotein(BCCﬁHEII_OOOM) 16

i XX S N o

E— —
IMGPR_plasmid_3300029690_000073: 6,534-16,639 (+)

Nucleoid occlusion protein (BAHEOFJD_00029)
DS-15_DS-15A (BAHEOFJD_00030)
28 \ DS-24_DS-24 (BAHEOFJD_00031)

¢ X —HOEEEE-E

EE— I E—
IMGPR_plasmid_3300029467_000071: 19,186-27,545 (+)

PDC-M13A_WP_033143007.1 (AEBCPPLM_00032)
PDC-M13C_WP_023354497.1 (AEBCPPLM_00030)
PDC-M13B_WP_002691346.1 (AEBCPPLM_00031)
DS-15_DS-15A (AEBCPPLM_00028) ‘ ‘

Nucleoid occlusion protein (AEBCPPLM_00027) 29 33

N o G (O

——
IMGPR_plasmid_3300029713_.000084: 19,161-29,765 (+)

1S66 family transposase 1ISCsc1 (ICOPDCDC_00030)
DS-15__DS-15A (ICOPDCDC_00027) 15256 family transposase ISCth4 (ICOPDCDC_00031)
Nucleoid occlusion protein (ICOPDCDC_00026) 28 29 \ 32

O o G (O H A - a l

——
IMGPR_plasmid_3300029884_000074: 19,180-32,183 (+)

PDC-S03_WP_114299349.1 (GBKAHKBH_00034)
DS-15_DS-15A (GBKAHKBH_00027) UvrABC system protein B (GBKAHKBH_00032) UG17 (GBKAHKBH_00038)
Nucleoid occlusion protein (GBKAHKBH_00026) 28 29 30 31 Protein translocase subunit SecA (GBKAHKBH_00033) 35 36 37

N o G (O H & - CTEE—K HE HED—AT—C

— — ——
IMGPR_plasmid_2802429508_000002: 19,496-37,021 (+)

DS-15_DS-15A (NHKLLDDF_00028)
Nucleoid occlusion protein (NHKLLDDF_00027) 29 30 31

N o G (O HOOT T EE—

—
IMGPR_plasmid_2911432606_000003: 19,413-29,008 (+)

1S21 family transposase ISPpu7 (JCELCKNK_00004)

DrmD_00013 DrmD (JCELCKNK_30005) ABC transporter (VF0818) (JCELCKNK_00002)
6 | 3 1
(O o G (O HOKC K 1 > 1

I
IMGPR _plasmid_3300014749_000079:277-13,316 (-)
DrmD_00013 DrmD (JLBDCIOL_00024)
23 1S21 family transposase ISPpu7 (JLBDCIOL_00025)

N o G (O R

—— —
IMGPR_plasmid_3300039333_000079: 14,673-22,870 (+)

UG17 (JFIIPJJN_00032) drt-UG17 DRT (JFIIPJJN_00033)

¢ O K —a

EE— E— —
IMGPR_plasmid_3300000276_000058: 23,368-32,052 (+)
16

S G o G

E——
IMGPR_plasmid_3300029325_000076: 10,019-13,452 (+)
25

S G o G { O S

EEE——
IMGPR _plasmid_3300029878_000105: 18,499-23,263 (+)
19
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EEE——
IMGPR_plasmid_3300029741_000105: 11,389-15,618 (+)
1

S GO o G X

E—
IMGPR_plasmid_33000293%94_000150: 299-4,699 (-)
1

| O S o O O

EE——
IMGPR_plasmid_3300029060_000081:81-3,770 (-)
2 1

e HO<EEEEg

EE—
IMGPR_plasmid_3300029767_000067: 649-5,941 (-)
5 6 7 8 9 10 11

OO REEEOCE. <A

IMGPR_plasmid_3300014780_000055: 3,791-11,369 (+)
10

X —CK N N G o G O

EE——
IMGPR_plasmid_3300029844_000116: 3,358-10,482 (+)

11

X —CK K C I CxAa

IMGPR_plasmid_3300023495_000036:4,073-11,666 (+)

DS-15__DS-15A (JMPJGLHO_00025) UvrABC system protein B (JMPJGLHO_00028)
AbilLii-1 AbiLii (JMPJGLHO_00018) Nucleoid occlusion protein (JMPJGLHO_00024) Retron_I_C_RT_1_C2 (JMPJGLHO_00027)
17 AbiLi-1 AbiLi (JMPJGLHO_00019) 26 ‘ 2930

— N G -

I —
IMGPR_plasmid_3300029777_000072:13,271-28,537 (+)

DS-15_DS-15A (DGMLMDIG_00002)
Dsr2_00001 (DGMLMDIG_00010) Nucleoid occlusion protein (DGMLMDIG_00003) 1

ax K K O s S SR

[ ——— ]
IMGPR_plasmid_3300014564_000102:43-13,779 (-)

Nucleoid occlusion protein (EKLNJPHA_00027) GAPS4__GAPS4a (EKLNJPHA_00031)
GAPS4_GAPS4b (EKLNJPHA 00029)
20 DS-15_DS-15A (EKLNJPHA 00028) 30 ‘ 32 UvrABC system protein B (EKLNJPHA_00033)

dC_ . HEE - @@ —@

e ———————— I I
IMGPR_plasmid_3300029432_000127:16,647-29,729 (+)
k 7000 nt {
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




