MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (EKLNJPHA_00002)
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IMGPR_plasmid_3300029432_000127: 12-7,937 (+)
32 MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (CIPECEFM_00031)
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MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (BAIKHGEF_00005)
1 2 3 4 \ 6 11

T ——
IMGPR_plasmid_3300008722_000085: 344-11,016 (+)

MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (KFGHEHCK_00004)
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IMGPR _plasmid_2915279407_000001:311-10,119 (+)
1 2 3MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (GMOFMILM_00004)
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IMGPR_plasmid_3300029203_000062: 345-9,289 (+)

MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (NIFGNBAH_00005)
1 2 3 4 6
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IMGPR _plasmid_2920298691_000007:491-10,747 (+)
1 2 MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (AEFBKKOL_00003)
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MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (BCMNAPDB_00018)
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IMGPR_plasmid_3300030066_000016:8,931-19,188 (-)

MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (NOPDIOMO_00006)
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IMGPR _plasmid_3300014802_000054: 241-10,522 (+)
1 23 MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (EKFOKOBE_00004)
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MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NFO00131.1) (JENBJBNH_00001)
2 3 MECA _PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (JENBJBNH_00004)
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IMGPR_plasmid_3300029388_000082: 1,006-10,389 (+)

MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NF000237.1) (NJJBCICH_00022)
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IMGPR_plasmid_3300029660_000092: 12,615-23,568 (-)
MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (HKEPBAAL_00004)
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PDC-M69A_ WP_216276383.1 (NNCNBBGE_00021)
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IMGPR _plasmid_3300029875_000118: 10,207-18,003 (-)
MECA_PBP2A-NCBIFAM PBP2a family beta-lactam-resistant peptidoglycan transpeptidase (NFO00237.1) (BAHEOFJD_00001)
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IMGPR_plasmid_3300029467_000071: 58-8,586 (+)
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PDC-M69A_ WP_216276383.1 (LPNHNNOB_00017)
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IMGPR_plasmid_3300023479_000046: 7,810-14.,895 (-)

Transcriptional regulatory protein BasR (JNENAOHB_00001)
" 2 PDC-M69A WP_216276383.1 (JNENAOHB_00003)
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vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (DHDDFPPN_00030)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (DHDDFPPN_00031)
Paris_II_AriA_AAA21__All_AAA21_ali (DHDDFPPN_00034) PDC-M69A WP_216276383.1 (DHDDFPPN_00027)
36 35 33 HitABC (VF0268) (DHDDFPPN_00032) 2928—r
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Putative HMP/thiamine import ATP-binding protein YkoD (JFIIPJJN_00001)
HTH-type transcriptional activator RhaR (JFIIPJJN_00004)
2 3 5 6 retron_type_VI_hth_cluster2_1 (JFIIPJJN_00007)
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IMGPR_plasmid_3300000276_000058: 727-11,689 (+)

Protein VirD4 (FJBDLKLL_00007)
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