Type IV secretion system protein virB3 (KMDHBMDI_00038)
T Bifunctional hemolysin/adenylate cyclase (KMDHBMDI_00046)
Type IV secretion‘system protein virB4 (KMDHBMDI_00037)
Type IV secretion system protein virB5
43
3940 41 42744 45 47 FadE28 (VF0844) (KMDHBMDI_00048)

IMGPR_plasmid_3300045690_000002: 28,990-38,822 (+)
Bifunctional hemolysin/adenylate cyclase (GNCCOGIH_00046)
43
4244 45 47 48

IMGPR_plasmid_3300045833 000003: 28,974-38,374 (+)
38
37739 40 41

IMGPR _plasmid_3300047611 _000009: 24,970-32,213 (+)
Glutathione transport system permease protein GsiD (JLFAFHGN_00050)
putative FMNH2-dependent monooxygenase SfnC (JLFAFHGN_00048)
Nickel transport system peFmease protein NikB (JLFAFHGN_00051)
Glutathione import ATP-binding protein GsiA (JLFAFHGN_00049)
Bifunctional hemolysin/adenylate cyclase (J LFA‘FHGN,00646)

Metal‘-staphylopine-b‘lnding protein CntA (JLFAFHGN_00052)
43 Dimethyl-sulfidé monooxygenase (JLFAFHGN_00053)
42744 45 47 \ \ 54 55

IMGPR_plasmid_3300045811_000005: 28,973-47,213 (+) K
Glutathione transport system permease protein GsiD (HDNHBIJN_00003)
putative FMNH2-dependent monooxygenase SfnC (HDNHBIJN_00005)
Nickel transport system pefmease protein NikB (HDNHBIJN_00002)
Bifunctional hemolysin/adenylate cyclase (HDNHBIJN_00007)
10 Glutathione import ATP-binding protein GsiA (HDNHBIJN_00004)
179 8 | 6 | | | Oligopeptide-binding protein AppA (HDNHBIJN_00001)

% K

IMGPR_plasmid_3300045169_000005: 8-15,118 (-)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (KMCCNDDD_00006)
Glutathione transport system permease protein GsiD (KMCCNDDD_00018)

putative FMNH2-dependent monooxygenase SfnC KME CNDDD_00020) p-hydroxyphenylacetate 3-hydroxylase, reductase component (KMCCNDDD_00001)
Nickel transport system permease protein NikB (KMCCNDDD_00017) Anthranilate 3-monooxygenase oxygenase component (KMCCNDDD _ OOOT
Glutathione import ATP- binding protein GSIA ﬁCCNDDD_OOOi?) HTH-type transcriptional regulator YofA (KMCCNDDD_OOOll)
Bifunctional hemolysin/adenylate cyclase (KMCCNDDD_06022) D‘imeth\‘/l-sulﬁde monooxygenase (KMCCNDDD_00015)
25 ‘ Gabija__GajB_2 (KMCCNDDD_00014) Enamidase (KMCCNDDD_00004)
26124 23 21 Metal-staphylopine-binding protein CntA (KMCCNDDD_00016) 13 12 0 9 87 | 5 3 |

K

IMGPR _plasmid_3300045204_000003: 234-30,566 (-)
cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (ENIHAKNP_00059)
Glutathione transport system permease protein GsiD (ENIHAKNP_00047)
putative FMNH2-dependent monooxygenase SfnC (ENIH AKNP_00045)
Nickel transport system permease protein NikB (ENIHAKNP_00048)

Glutathione import ATP- binding protein GsiA ENIHAKNP_OOO46) HTH-type transcriptional regulator YofA (ENIHAKNP_00054)
Bifunctional hemolysin/adenylate cyclase (ENIHAKNP_00643) DimetHyI-squide monooxygenase (ENIHAKNP_00050)
40 Gabija_ GajB_2 (ENIHAKNP_00051) Enamidase (ENIHAKNP_00061)
39741 42 44 Metal-staphylopine-binding protein CntA (ENIHAKNP_00049) 52 53 55 565758 | 60 62

IMGPR_plasmid_3300045197_000005: 26,988-55,272 (+)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (PPJCOOPI_00064)
Glutathione transport system permease protein GsiD (PPJCOOPI_00052)
Nickel transport system permease protein NikB (PPJCOOPI_00053)

putative FMNH2-dependent monooxygenase SfnC (PPJ‘COOPI_OOOSO) HTH-type transcriptional regulator YofA (PPJCOOPI_00059)
Bifunctional hemolysin/adenylate cyclase (PPJEOOPI_OOO48) ‘Dimethyl-sulﬁde monooxygenase (PPJCOOPI_00055)
45 Glutathione import ATP-binding protein GsiA (PPJCOOPLOOOSl) Gabija_ GajB_2 (PPJCOOPI_00056)
44746 47 | 49 | Metal-staphylopine-binding protein CntA (PPJCOOPI_00054) 57 58 60 616263 65

N Y 00 gl P S, K

IMGPR_plasmid_3300047621_000003: 30,188-56,395 (+)
[ 10000 nt i
defence (DefenseFinder) virulence (VFDB) AMR (AMRFinderPlus)




