DrmD_00013 DrmD (HGDGAIDI_00007)
1521 family transposase ISPpu7 (HGDGAIDI,00066) Tyrosine recombinase XerC (HGDGAIDI_00009)
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IMGPR_plasmid_3300038708_000032: 5,667-11,826 (+)
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IMGPR_plasmid_3300034656_000002: 14,739-19.383 (-)

Undecaprenyl-diphosphatase (CNDMFMAI_00026)
Inner membrane protein YrbG (CNDMFMAI_00025)

DNA-invertase hin (CNDMFMAI_OObZB) Magnesium transport protein CorA (CNDMFMAI_00023)
29 27 \ FAD:protein FMN transferase (CNDMFMAI_60024) 19
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IMGPR_plasmid_3300037502_000028: 15,878-24,676 (-)
Undecaprenyl-diphosphatase (NFCAIFLM_00004)
Inner membrane protein YrbG (NFCAIFLM_00005)

DNA-invertase hin (NFCAIFLM?OOO‘OZ) Magnesium transport protein CorA (NFCAIFLM_00007)
1 3 \ FAD:protein FMN transferase (NFCAIFLM_00006)

IMGPR_plasmid_3300027365_000034: 208-8,856 (+)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (CDPDJBON_00003)
PRK13752.1-PRK PﬁK\ PRK13752.1: Hg(ll)-responsive transcriptional regulator (NF010315.0) (CDPDJBON_00001)
MerA-TIGRFAMs TIGRFAMs: mercury(ll) reductase (TIGR02053.1) (CDPDJBON_00004)
| | \ DNA-invertase hin (COPDJBON_00006)
Mercuric transport protein MerT (CDPDJBON_00002) 5 letA_00002 (CDPDJBON_00007) letS_00002 (CDPDJBON_00008)
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IMGPR_plasmid_3300006076_000022: 590-11,202 (+)

MerP-TIGRFAMs TIGRFAMs: mercury resistance system periplasmic binding protein MerP (TIGR02052.1) (ABGDMJKB_00003)
PRK13752.1-PRK PﬁK PRK13752.1: Hg(ll)-responsive transcriptional regulator (NFO10315.0) (ABGDMJKB_00001)
MerA TIGRFAMs TIGRFAMs mercury(ll) reductase (TIGR02053.1) (ABGDMJKB_00005)
Mercuric transport proteln MerT (ABGDMJKB 00002)
DNA-invertase hin (ABGDMJKB_00007)
4 6 letA_00002 (ABGDMJKB_00008) letS_ 00002 (ABGDMJKB_00009)

I I |
IMGPR _plasmid_3300023216_000088:434-11,040 (+)

} 4000 nt {
defence (PADLOC) AMR (AMRFinderPlus)




