AbiEi_WP_146016717.1 AbiEi (HFFFOKPI_00005)
SanaTA_SanaT_1 (HFFFOKPI_00006)
‘ SspC_00007 SspC (HFFFOKPI_00008)

1 2 3 4 SspB_00001 SspB (HFFFOKPI_00007) 9 10 PD-T4-6_WP_139553373.1 (HFFFOKPI_00011)
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IMGPR_plasmid_3300029017_000034: 372-14,693 (+)

AbiEi_WP_146016717.1 AbiEi (FOHNPIEI_00005)
1 2 3 4 SanaTA_SanaT_1 (FOHNPIEI_00006)

I
IMGPR_plasmid_3300008268_000087: 433-14,484 (+)
5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (MPALPCPL_00024)

AbIEi_WP_146016717.1 AbiEi (MPALPCPL_00023)
‘ SanaTA_SanaT_1 (MPALPCPL_00022)
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IMGPR_plasmid_3300029026_000027: 15,084-25,209 (-)
5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (LGPNOCFP_00001)
AbiEi_WP_146016717.1 AbiEi (LGPNOCFP_00002)

" | SanaTA_SanaT_1 (LGPNOCFP_00003)

o o O O

e I
IMGPR_plasmid_3300029706_000114: 226-10,372 (+)
5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (ALLCCGCA_00020)
AbIEi_WP_146016717.1 AbiEi (ALLCCGCA_00019)

SigH (VF0296) (ALLCCGCA_00021)
T | SanaTA_ SanaT_1(ALLCCGCA 00018)

s e I N, N, I, S N

L | I I
IMGPR_plasmid_3300029316_000093: 11,484-22,331 (-)
5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (MIFJGCIO_00002)
AbiEi_ WP_146016717.1 AbiEi (MIFJGCIO_00003)

1| "] SanaTA_SanaT_1(MIFJGCIO_00004)

HE{OEDE O O
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IMGPR_plasmid_3300029682_000097:46-10,671 (+)
5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (PIDJJCDG_00025)
AbiEi WP_146016717.1 AbiEi (PIDJJCDG_00024)

SaTaTA?SEr"EI’,l (PIDJJCDG_00023)
20

o 0, N, O, R, N, W,

I E— —
IMGPR_plasmid_3300029458 _000056: 14,159-24,221 (-)

AbiEi_WP_146016717.1 AbiEi (HLLOGJBJ_00020)
21 SanaTA_SanaT_1 (HLLOGJBJ_00019)

I —
IMGPR_plasmid_3300029474_000038: 13,604-25,092 (-)

AbiEi_WP_146016717.1 AbiEi (ENNOGMEP_00004)
1 2 3 SanaTA_SanaT_1 (ENNOGMEP_00005)

M—@C%LLH
IMGPR_plasmid_3300029376_000261:197-12,723 (+)

AbiEi_WP_146016717.1 AbiEi (PCNNDGCO_00004)
1 2 3 SanaTA_SanaT_1 (PCNNDGCO_00005)

( FOOTT-G—DOEE O
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IMGPR_plasmid_3300006132_000057: 178-14,267 (+)
AbIEi_WP_146016717.1 AbiEi (LKCPCOJE_00004)
1 2 3 SanaTA_SanaT_1 (LKCPCOJE_00005)

( HCTK OB O

N ——— —
IMGPR_plasmid_3300006098_000054: 124-14,213 (+)
AbiEi_WP_146016717.1 AbiEi (NOAOBPJF_00004)
1 2 3 SanaTA_SanaT_1 (NOAOBPJF_00005)
I
IMGPR_plasmid_3300006140_000066: 1,377-13,957 (+)
1

I I, N, N, N,

1 I
IMGPR _plasmid_7000000425_000026: 22-7,837 (+)
19
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IMGPR_plasmid_3300039363_000006: 14,202-21,834 (-)
AbiEi_WP_146016717.1 AbiEi (NDPGKCFC_00019)
D-alanyl-D-alanine dipeptidase (NDPGKCFC_00025)

Carboxybiotin decarboxylase (NDPGKCFC_00023)
\ 24 22 21 20 SanaTA_SanaT_1 (NDPGKCFC_00018)

dCiagd—a@DDEr o o o

— I —— —
IMGPR_plasmid_3300000285_000027: 11,581-26,500 (-)

AbiEi_WP_146016717.1 AbiEi (HLPMJMKL_00004)
1 2 3 SanaTA_SanaT_1 (HLPMJMKL_00005)

e — —
IMGPR_plasmid_3300010280_000113: 39-11,290 (+)
AbiEi_WP_146016717.1 AbiEi (HBCFBDDB_00023)

28 27 26 25 24 SanaTA_SanaT_1 (HBCFBDDB_00022)
B T P, ) I B
IMGPR_plasmid_3300006142_000031: 18,509-33,638 (-)
27 AbiEi_WP_146016717.1 AbiEi (KDMKCNDO_00023)
30 29 2§T 26 25 24 23 SanaTA_SanaT_1 (KDMKCNDO_00022)
K I e I

IMGPR_plasmid_3300029650_000077: 15,081-31,102 (-)
AbiEi_WP_146016717.1 AbiEi (FNOEIBOC_00023)
NADP-dependent malic enzyme (FNOEIBOC_00026)
SanaTA_SanaT_1 (FNOEIBOC_00022)
SspC_00007 SspC (FNOEIBOC_00020)
25 24 | 19 PbeA_00004 PbeA (FNOEIBOC_00015)

T HBEDE D Y O o

— ]
IMGPR_plasmid_3300014516_000020: 12,906-28,301 (-)

AbiEi_ WP_146016717.1 AbiEi (KJFKBDKM_00001)

16 17 18 19 20 21 22 23 24 25 26 27 28 29 SanaTA_SanaT_1 (KJFKBDKM_00002)
& [0 O @@ K o I N I, O, N, W, W,

IMGPR_plasmid_3300053491_075895:17,554-33,913 (+); 1-9,205 (+)
AbiEi_WP_146016717.1 AbiEi (LPMMLBLB_00029)

9 8 7 6 5 4 3 2 1 SanaTA_SanaT_1 (LPMMLBLB_00028)
& K K ——O—-EE—K @K I N N N, N N
IMGPR _plasmid_3300053491 074111:1-16,783 (-); 25,132-34,321 (-)
SspC_00007 SspC (ALLCMDBH_00019) DNA replication and repair protein RecF
18 13|

—— ——
IMGPR_plasmid_3300029046_000033: 12,850-22,606 (-)
} 10000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB)




