
IMGPR_plasmid_3300008499_000017: 40-7,757 (+)

1

Regulatory protein AsnC (OCICFAMG_00002)

3
tRNA-Met(cat)

4 5 6 7 8

IMGPR_plasmid_3300030447_000095: 18,702-26,396 (-)

22
Regulatory protein AsnC (AGJBPOAC_00024)

24

IMGPR_plasmid_3300029503_000066: 276-8,136 (+)

1 Regulatory protein AsnC (LNBJHBGA_00002)

IMGPR_plasmid_3300007097_000041: 16-9,429 (+)

1
Mip (VF0153) (GMONGCCC_00002)

3

Regulatory protein AsnC (GMONGCCC_00004)

5

IMGPR_plasmid_3300029609_000060: 9,606-17,037 (-)

18

Regulatory protein AsnC (LMKDMIBD_00020)
Mip (VF0153) (LMKDMIBD_00021)

IMGPR_plasmid_3300030444_000112: 22-7,354 (+)

Mip (VF0153) (KAIAKCLE_00001)
Regulatory protein AsnC (KAIAKCLE_00002)

3

IMGPR_plasmid_3300029017_000034: 23,042-29,718 (-)

25
Regulatory protein AsnC (HFFFOKPI_00027)

IMGPR_plasmid_7000000559_000007: 141-6,823 (+)

Regulatory protein AsnC (HHJHEKDD_00001)
2

IMGPR_plasmid_3300029934_000066: 16,560-28,807 (-)

20

Regulatory protein AsnC (FCOEDHAE_00021)

22
Mip (VF0153) (FCOEDHAE_00023)

NAD-dependent protein deacylase (FCOEDHAE_00024)

25

Regulatory protein SoxS (FCOEDHAE_00026)

2-methoxy-6-polyprenyl-1,4-benzoquinol methylase, mitochondrial (FCOEDHAE_00027)

28

IMGPR_plasmid_3300029248_000097: 318-6,929 (+)

PDC-S05_WP_013135363.1 (HINCBILK_00001)

IMGPR_plasmid_3300014528_000067: 66-6,344 (+)

1

IMGPR_plasmid_3300014516_000020: 1-6,836 (+)

1 2

IMGPR_plasmid_3300007806_000014: 373-8,495 (+)

1 2

IMGPR_plasmid_3300029815_000106: 15,451-23,710 (-)

19202122

IMGPR_plasmid_3300014934_000045: 221-9,076 (+)

1 2 3 4

IMGPR_plasmid_3300029180_000053: 3,288-13,830 (-)

101112131415

IMGPR_plasmid_3300029236_000077: 165-9,299 (+)

1 2 3 4

IMGPR_plasmid_3300006142_000031: 87-10,160 (+)

1 2 3

IMGPR_plasmid_3300006098_000054: 22,562-33,424 (-)

242526

IMGPR_plasmid_3300006140_000066: 22,306-41,684 (-)

242526272829303132

IMGPR_plasmid_3300006154_000053: 22,663-41,350 (-)

2425262728293031

IMGPR_plasmid_3300039381_000054: 17,485-21,889 (-)

1419

IMGPR_plasmid_3300023484_000042: 690-6,934 (+)

2 7

IMGPR_plasmid_3300029037_000044: 11,740-21,362 (-)

PDC-S05_WP_013135363.1 (MENJPMME_00020)2122
Peptidoglycan D,D-transpeptidase FtsI (MENJPMME_00023)

2425

IMGPR_plasmid_3300039375_000023: 599-16,897 (+)

1 2 3
SigH (VF0296) (LNNJBLFI_00004)

5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (LNNJBLFI_00005)

6

IMGPR_plasmid_3300007705_000016: 14,914-28,349 (-)

20

5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (CCNOAKCJ_00021)
SigH (VF0296) (CCNOAKCJ_00022)
2324

IMGPR_plasmid_3300030031_000066: 438-12,097 (+)

1 2 3
SigH (VF0296) (EKBBJFLI_00004)

5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (EKBBJFLI_00005)

6

IMGPR_plasmid_3300007305_000069: 83-19,879 (+)

1 2 3 4
D-alanyl-D-alanine dipeptidase (MJCFPPDK_00005)

6 7 8
SigH (VF0296) (MJCFPPDK_00009)

5-amino-6-(5-phospho-D-ribitylamino)uracil phosphatase YcsE (MJCFPPDK_00010)

11

IMGPR_plasmid_3300029256_000156: 86-12,992 (+)

1 2 3 4

Bifunctional riboflavin kinase/FMN adenylyltransferase (HNPBCBGM_00005)
D-ribitol-5-phosphate phosphatase (HNPBCBGM_00006)

MgtBC (VF0106) (HNPBCBGM_00007)

IMGPR_plasmid_3300007853_000108: 31,861-44,766 (-)

MgtBC (VF0106) (ANJLJDIM_00036)
D-ribitol-5-phosphate phosphatase (ANJLJDIM_00037)

Bifunctional riboflavin kinase/FMN adenylyltransferase (ANJLJDIM_00038)

38394041

IMGPR_plasmid_3300030379_000227: 32,192-45,080 (-)

MgtBC (VF0106) (JBNLBFOD_00036)
D-ribitol-5-phosphate phosphatase (JBNLBFOD_00037)

Bifunctional riboflavin kinase/FMN adenylyltransferase (JBNLBFOD_00038)

38394041

IMGPR_plasmid_3300053491_066140: 12,327-22,414 (+); 1-5,801 (+)

ShosTA__ShosA (OMNJEBCO_00013)
ShosTA__ShosT (OMNJEBCO_00014)

15

COG2378 CAS-I,CAS-II,CAS-III,CAS-IV,CAS-V,CAS-VI; (OMNJEBCO_00016)
PDC-M69A_WP_216276383.1 (OMNJEBCO_00017)

18

PDC-M64C_WP_110053925.1 (OMNJEBCO_00019)

20

IMGPR_plasmid_3300029458_000056: 691-9,476 (+)

4 5 9 10 11 12

IMGPR_plasmid_3300007138_000020: 639-11,983 (+)

6 8 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (DOCMOLFJ_00012)

7000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA


