putative metallo-hydrolase (GDKKBHMM_00006)
Peroxiredoxin (GDKKBH QM,OOOOS)
12 3 4 | 7

IMGPR_plasmid_3300032267_000005: 123-3,535 (+)
PhoP (VF0286) (OGJKHDPI_00015)

I
IMGPR_plasmid_3300032334_000076:7,763-12,033 (-)
1 2 3 4

IMGPR_plasmid_3300043437_000227:492-6,172 (+)
1S481 family transposase ISAzs36 (AFCMLPDE_00001)
2 DNA-invertase hin (AFCMLPDE_00003)

IMGPR plasmid_ 2519899732 000079:439-7,103 (+)
12 34 5 6

IMGPR plasmid_3300024054 000033: 225-5,967 (+)
PDC-M41B_WP_004445184.1 (CFLKPNIP_00019)
1817 16 15

¢ FOHE-CKAEHTD0

I
IMGPR_plasmid_2903810532 000008: 6,451-12,349 ()
TIR-PNTD1-PNTD2 Class (EOCPGBFM_00007)
pAgo__pAgo_SPARTA (EOCPGBFM_00006)
1 2 3 45 \ 89 10 11

@t I A0

IMGPR_plasmid_3300043466_000019: 21-11,231 (+)
TIR-PNTD1-PNTD2 Class (HEHIJMLC_00046)
pAgo_pAgo_SPARTA (HEHIJMLC_00047)
51 50 49 48 | 4544 43 42

O—CC@d-C I KIHD-CAdT50m

IMGPR_plasmid_3300044610_000025: 33,884-44,627 (-)
Protein of unknown function (Retron_VII_2_ DUF3800) (AMPLCBFM_00005)
Tyrosine recombinase XerD (AMPLCBFM_00007)
12 3 4 | 6 8 9 10 11 12 13

@@d@g—@@CE FOAHE -0

—
IMGPR_plasmid_3300035007_000017: 173-13,157 (+)

Tyrosine recombinase XerD (LLNPFLHH_00001)
2 3 4 5 6 7

IMGPR_plasmid_3300035004_000026: 469-9,664 (+)
Cobalt-zinc-cadmium resistance protein CzcA (DJCPINIE_00001)
\ 2 3 4 5 6 7 8 9
K00
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (NGLKMNAC_00012)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (NGLKMNAC_00002)
vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (NGLKMNAC_00013)
RND_perm_OqgxB-NCBIFAM multidrug efflux RND transporter permease subunit OqxB (NFO00037.1) (NGLKMNAC_00006)

Adaptive-i response sensory-kinase SasA (NGLKMNAC_00001) Cobalt-zinc-cadmium resistance protein CzcA (NGLKMNAC_00011)
| 3 4 5 7 8 9 10 \ Adaptive-response sensory-kinase SasA (NGLKMNAC_00014)

T CHHEEDE OO ) T, I I - G O S

el 1 } I R
IMGPR_plasmid_3300042897_000028: 17-21,396 (+)

2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (CPLBDPBL_00046)
ABC-type heme transporter (VFO739) (CPLBDPBL 00048)
Chloride/fluoride channel protein (CPLBDPBL_00054; Putative fluoride ion transporter CrcB (CPLBDPBL_00043)
Streptococcal enolase (VF1060) (CPLBDPTOOO45
Acid phosphatase (CPLBDPBL_00050) Undecaprenyl-diphosphatase (CPLBDPBL_00044)
53 52 51 49 | 47 | | | 42 41 40 Na(+)/H(+) antiporter NhaA (CPLBDPBL_00039)

l OO

I
IMGPR _plasmid_2731957633_000004: 31,442-47,645 (-)
[ 8000 nt i
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)

IMGPR_plasmid_3300038809_000160: 837-15,354 (+)




