
IMGPR_plasmid_3300029735_000152: 18,640-39,097 (+)
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PDC-S04_WP_208343806.1 (GOELKCDK_00018)
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PDC-M48B_WP_085535667.1 (GOELKCDK_00028)
SpaH-type pili (VF0727) (GOELKCDK_00029)

SpaH-type pili (VF0727) (GOELKCDK_00030)

IMGPR_plasmid_3300053491_074112: 1,156-23,469 (+)

9 10 IS1182 family transposase ISClsp3 (AJKLNPFL_00011)

IMGPR_plasmid_3300029235_000120: 28,075-47,709 (-)

IS4 family transposase ISWpi18 (CJEEOHKN_00036)3839

IMGPR_plasmid_3300029375_000139: 29,574-50,372 (-)
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IMGPR_plasmid_3300029425_000130: 46,499-54,864 (+); 1-14,494 (+)

1 SpaD-type pili (VF0726) (MNIOBHNP_00006)45
46
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9000 nt

defence (PADLOC) virulence (VFDB)


