Surface presentation of antigens protein SpaQ (ECLOAPEL_00033)
Surface presentation of antigens protein SpaR (ECLOAPEL_00034)
TTSS (VF0118) (ECLOAPEL_00035)
| 36 37 1S3 family transposase ISSfl11 (ECLOAPEL_00038)

I
IMGPR _plasmid_2778261157_000014: 30,638-34,155 (+)
1S3 family transposase ISSfl11 (IAOMAMPJ_00001)
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I
IMGPR _plasmid_2778261150_000013: 16-3,532 (-)
39
I
IMGPR _plasmid 2663762926 _000019:31,703-34,700 (+)
1S3 family transposase 1S600 (JJHIJGDL_00040)

1S3 family transposase ISSfl11 (JJHIJGDL_00039)
41

I
IMGPR_plasmid_2698536324_000021:31,705-36,089 (+)

1S3 family transposase 1SSfl11 (OOJOMNAA_00040)
1S3 family transposase 155111 (QOJOMNAA_00039)

PEDEOP DT

I
IMGPR_plasmid_2663762996_000015:31,703-35,663 (+)

1S3 family transposase I§gl 11 (JDOIJLIM_00041)
1S3 family transposase 1SSfl11 (JDOIJLIM_00040) 42
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I
IMGPR_plasmid_2724679542_000015: 31,640-36,618 (+)
1S3 family transposase I1SSfl11 (EIJFALLN_00001)

I
IMGPR _plasmid_2667527994_000019:85-3,707 (-)
1S3 family transposase ISSfl11 (GEGLFPJE_00038)

I
IMGPR plasmid_2711768005_000016: 30,644-34,266 (+)
1S3 family transposase 1SSfl11 (CAEEEDLH_00046)
1S3 family transposase I1SSfl11 (CAEEEDm_OOO45)
TTSS secreted effectors (VF0978) (CAEEEDLH_00048)
47 Phosphothreonine lyase OspF (CAEEEDLH_00049)

I
IMGPR _plasmid_2734482587_000016:37,775-45,598 (+)
1S3 family transposase 1SSfl11 (OLBPPJJH_00038)
39
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I
IMGPR _plasmid_2734482567_000022: 30,602-35,452 (+)
Glycerol-3-phosphate transporter (IBABCJCN_00002)
1S3 family transposase 1SSfl11 (IBABCJCN_00005)
1S3 family transposase ISéOOUEABCJCN,OOOOé)
‘ Hpt (VF0264) (IBABCJ ‘N_OOOO3)
4 1
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IMGPR_plasmid_2731957997_000013: 569-8,963 (-)

1S3 family transposase ISSfI11 (CDHKHPHC_00043)
1S3 famllytransposase IS3H (CDHKHPHC_00045)
1S3 family transposase IS3I—WZDHKHPHC 00044)
1S3 family transposase 1S5f111 (CDHKHPHC_00042) 47
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I
IMGPR_plasmid_2540341028_000010: 32,484-39,129 (+)
1S3 family transposase 1SSfl11 (JENHGCJD_00005)
1S3 family traﬁn;posase IS3H (JFNHGCJD_00003)
1S3 family transposase IS3H (JFNHGCJD_00004)
1S3 family transposase 155111 (JENHGCJD_00006)| ~ 2 1
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IMGPR _plasmid_2713897140_000011: 642-7,287 (-)
3 2 1
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I
IMGPR _plasmid_2695420421_000005: 101-4,751 (-)

1S3 family transposase ISKpn38 (HDFAPMHO_00006)
1S3 family transposase 1S600 (HDFAPMHO_00005)
1S66 family transposase ISCro1 (HDFAPMHO_00011) 1S3 family transposase IS3H (HDFAPMHO_00007) TSS secreted effectors (VF0978) (HDFAPMHO_00002)

10 9 8 T \ 4 3 Phosphothreonine lyase OspF (HDFAPMHO_00001)
N
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I
IMGPR _plasmid_2734482598_000006: 172-16,894 (-)

Major phosphate-irrepressible acid phosphatase (MOMFMLJP_00004)

1S4 family transposase 15421 (MOMFMLJP_00010) lcsP (SopA) (VF0122) (MOMFMLJP_00007)
Protein UmuC (MOMFMLJP_00008) TTSS secreted effectors (VF0978) (MOMFMLJP_00005)
1S3 family transposase ISSd1 (MOMFMLJP_00011) 9 \ 6 \ 3 2 1
)
I I I
IMGPR_plasmid_2700989361_000012: 63-15,986 (-)
Surface presentation of antigens protein SpaO (HBPGEANG_00030)
Surface presentation of antigens protein SpaN (HBPGEANG_00029)
PAI-2 encoded (VF1271) (HBPGEANG_00031)
\ \ 34  Surface presentation of antigens protein SpaS (HBPGEANG_00035)

I

IMGPR_plasmid_2693429622_000012: 25,707-30,865 (+)
Surface presentation of antigens protein SpaS (PMGPLDDH_00003)

Surface presentation of antigens protein SpaS (PMGPLDDH_00004)
o0 O 0 X % DD

I
IMGPR_plasmid_2695420822_000013: 255-5,385 (-)
Surface presentation of antigens protein SpaS (NBIGELNO_00004)

TTTSS (VF0118) (NBIGELNO_00003)
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— I
IMGPR_plasmid_2751185971_000013: 668-5,798 (-)
Surface presentation of antigens protein SpaO

33
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IMGPR_plasmid_3300000059_000146: 24,902-28,436 (+)
Surface presentation of antigens protein SpaS (EKKKMODD_00007)
Surface presentation of antigens protein SpaS (EKKKMODD_00006)
‘ 3 2 1S3 family transposase IS3H (EKKKMODD_00001)

—
IMGPR_plasmid_2537561620_000014:43-6,332 (-)
Molybdenum transport system permease protein ModB (BCCACHKI_00043)
Multidrug efflux pump accessory protein AcrZ (BCCACHKI_00045) 2,3-bisphosphoglycerate-dependent phosphoglycerate mutase (BCCACHKI_00052)
DNA-binding t‘ranscriptionaﬂiual regulator ModE (BCCACHKI_00046) Phospho-2-dehydro-3-deoxyheptonate aldolase, Phe-sensitive (BCCACHKI_00053)
Vitamin B12 import ATP-binding protein BtuD (BCCACHkI 00042) Galactose-1-phosphate uridylyltransferase (BCCACHKI_00049) ‘

‘ ABC transporter ATP- binding protein ModF (BCCACHKI_ 06047 Nicotinamide riboside transporter PnuC (BCCACHKI_00056)
Molybdate binding proteln ModA (BCCACHKI 00044) Quinolinate synthase A (BCCACHKI_00057)

1S3 family transposase 1SSf110 (BCCACHKI_00039)
1S3 family transposase ISSfl11 (BCCACHKI_00038)
37 | 4041 |

Polysaccharide capsule (VF0659) (BCCACHKI_00048) Zinc transporter ZitB (BCCACHKI_00055)
‘ Aldose 1-epimerase (BCCACHKI_00051)
Galactokinase (BCCACHKI_00050) \

54

I I
IMGPR _plasmid 2681813268 000018:29,968-50,042 (+)
Oligopeptide transport system permease protein OppC (GMEHGBNK_00008)
Vitamin B12 import ATP-binding protein BtuD (GMEHEBNK_OOOlO)
1S3 family transposase 1SSfl10 (GMEHGBNK_00014) Oligopeptide transport systeh permease protein OppB (GMEHGBNK_00007)
Voltage-gated po?a\gsium channel Kch (GMEHGBNK_00013) ‘
1S3 family transposase 1SSd1 (GMEHGBNK 00015) ABC-type heme transporter (VF0739) (GMEHGB K_00009)
Cardiolipin synthase A (GMEHGBNK_00012) Oligopeptide-binding protein oppA (VF0786) (GMEHGBNK_00006)
16 | 11 | | | 54 3 2  Lap(VF0444) (GMEHGBNK 00001)

I I

IMGPR _plasmid_2695420820_000011: 95-18,656 (-)
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virulence (VFDB)
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