
IMGPR_plasmid_3300029482_000099: 60-5,215 (+)
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MazEF__MazF (AIOCGLOG_00004)
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IMGPR_plasmid_3300014800_000030: 40,648-44,318 (-)
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IMGPR_plasmid_3300007184_000046: 37,977-44,122 (-)
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K(+)-stimulated pyrophosphate-energized sodium pump (DNLOBDBA_00042)

IMGPR_plasmid_3300029544_000062: 122-4,457 (+)
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IMGPR_plasmid_3300029620_000058: 318-5,426 (+)

1 2 3 4

IMGPR_plasmid_3300008063_000041: 52,263-65,176 (-)
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FMN-dependent NADH-azoreductase (MBPHFMAH_00060)

616263
Flagellin C (MBPHFMAH_00064)
Tyrosine recombinase XerC (MBPHFMAH_00065)

IMGPR_plasmid_3300029195_000042: 120-17,988 (+)

L-arabinose transport system permease protein AraQ (HNMJOMNO_00001)

Trehalose-recycling ABC transporter (VF0842) (HNMJOMNO_00002)

Putative ABC transporter substrate-binding protein YesO (HNMJOMNO_00003)
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Protein-glutamate methylesterase/protein-glutamine glutaminase (HNMJOMNO_00005)
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Myo-inositol 2-dehydrogenase (HNMJOMNO_00007)
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PDC-S01_WP_099993690.1 (HNMJOMNO_00012)
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IMGPR_plasmid_3300029356_000037: 633-16,246 (+)
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mads_8 (BFHEGMKF_00009)

10 11 12 13 14 Sigma M (VF0822) (BFHEGMKF_00015)

IMGPR_plasmid_3300029423_000045: 39,133-53,752 (-)

Sigma M (VF0822) (IDFHPGIP_00041)4243444546
mads_8 (IDFHPGIP_00047)
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mads_8 (IDFHPGIP_00052)
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